)]l

Data base of candidate genes for

QTL for milk production traits in cattle

# | BTA | Position (Gene expression M. ary- Cluster Gene identifier Co-localized hovine QTLE
specific expression
M. v. | GeneAtlas? |expressi profile? Human Cattle®  |QTL viewer| QTL Map?
1 93146 at CLDN3 s 1121 MM 199333 5387615
2 96146 at BTGS s 1121 MM 006806 241054 z
3 25 96953 at CXCL14 1,1.1.2 MM 0048587 511771 E
b | 43 93507 at APOD 1112 NI 001647 613972
5 51 94451 at STEGALL 1121 MM 173216 282073 BTA L
6 | 5157 93949 at GNE4 1,121 NI 021629 5250623
i 74 95708 at SERP1 . 1121 MM 014445 28100
8 T 92851 at CP oz 1,1.1.2 MM 0000946 514194
9 il 104716 at REFP1 12.1.1 MM 002899 537579
10 32 161075 at FaMaic 0121 MM 031913 526280
11 93 92637 at PFEL 11,21 MM 001002021 S0E6E3
12 2 5 104386 f at ITGAW 0,121 MM 002210 2E1ETS
13 | 87 26 104257 g at PECDEP ey 1221 MM 004253 540450
14 69 100600 =t CD24 . 1221 MM 013230 | MW 230970 BTA 2
15 75 94214 at FAEFP3 . 1221 MM 004102 | 281758
16 79 97909 at ETMNL 12,11 MM 005563 616317
17| 3 3 94367 at UCKZ 1221 NI 012474 541023
18 | (85) 4 99481 at ATP1AZ 21,01 MM 000702 515141
19 4 102426 at CA301 2,101 MM 001231 508394
20 9 10291% at MUCT 0121 NI 002456 PEYERE]
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