	Gene
	Size (bp)
	No. of clones
	Identity match by BLASTX [species]
	Accession no.
	Local identity (%)
	Score (bits)
	e-value

	Neofem1
	1970
	28
	PREDICTED: similar to CG4382-PA [Tribolium castaneum]
	XP_974072
	47
	520
	1E-145

	
	
	
	PREDICTED: similar to CG4382-PA [Apis mellifera] 
	XP_393293
	46
	493
	1E-137

	
	
	
	juvenile hormone esterase [Aedes aegypti]
	EAT39446
	47
	485
	3E-135

	Neofem2
	1918
	25
	beta-glucosidase [Neotermes koshunensis] 
	BAB91145
	50
	510
	8E-143

	
	
	
	male-specific beta-glycosidase [Leucophaea maderae] 
	AAL40863
	48
	504
	7E-141

	
	
	
	PREDICTED: similar to CG9701-PA [Tribolium castaneum]
	XP_972437
	48
	475
	3E-132

	Neofem3
	3502
	22
	Vitellogenin 1 precursor (Vg-1) [Periplaneta americana] 
	Q9U8MO
	32
	592
	3E-167

	
	
	
	Vitellogenin [Athalia rosae] 
	BAA22791
	29
	512
	4E-143

	
	
	
	Vitellogenin 2 precursor (Vg-2) [Periplaneta americana] 
	Q9BPS0
	28
	449
	5E-124

	Neofem4
	817
	2
	family 4 Cytochrome P450 [Coptotermes acinaciformis] 
	AAC03111
	46
	270
	7E-71

	
	
	
	Cytochrome P450 4C1 (CYPIVC1) [Blaberus discoidalis] 
	P29981
	38
	217
	4E-55

	
	
	
	Cytochrome P450  [Aedes aegypti] 
	EAT35570
	40
	550
	9E-55

	Neofem5
	525
	2
	PREDICTED: similar to guanylate cyclase OlGC-R2 [Danio rerio] 
	XP_688499
	52
	32,2
	8,70


