
Additional File 1:
Gene expression profiling of long−lived dwarf mice:
longevity−associated genes and relationships with diet, 
gender and aging
William R. Swindell

This file displays expression response profiles for the top 40 genes
most positively associated with IGF−1 induction patterns among all
contrasts examined in this study (see Fig. 2 of paper). These genes 
are listed on pages 2−3 and plotted individually on pages 4−43 of this 
file. In each plot, the black line represents the IGF−1 induction 
pattern among contrasts, and the red line represents the pattern 
associated with a gene that exhibits a closely matching induction 
pattern. Genes are presented in order of decreasing similarity to 
the IGF−1 induction pattern. Following appropriate normalization to 
weight all contrasts equally, similarity was determined based on 
Euclidean distance between patterns.

Contact: William R. Swindell, wswindel@med.umich.edu
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Mcm10

minichromosome maintenance deficient 10 (S. cerevisiae)
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Fabp2

fatty acid binding protein 2, intestinal
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Trp53inp2

tumor protein p53 inducible nuclear protein 2
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Serpine2

serine (or cysteine) proteinase inhibitor, clade E, member 2
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Csad

cysteine sulfinic acid decarboxylase
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C730048C13Rik

similar to integral membrane transport protein UST1R
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Hsd17b2

hydroxysteroid (17−beta) dehydrogenase 2
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Alas2

aminolevulinic acid synthase 2, erythroid
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Gpc1

glypican 1
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Hsd3b2

hydroxysteroid dehydrogenase−2, delta&lt;5&gt;−3−beta
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Ero1lb

ERO1−like beta (S. cerevisiae)
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Fabp5

fatty acid binding protein 5, epidermal
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Ela1

elastase 1, pancreatic
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Serpina3k

serine (or cysteine) proteinase inhibitor, clade A, member 3K
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leucine−rich alpha−2−glycoprotein 1
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serine (or cysteine) proteinase inhibitor, clade A (alpha−1 antiproteinase, antitrypsin), member 12
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interferon inducible GTPase 1
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zeta−chain (TCR) associated protein kinase
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cytochrome P450, family 7, subfamily b, polypeptide 1
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catechol−O−methyltransferase
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orosomucoid 1
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6−phosphofructo−2−kinase/fructose−2,6−biphosphatase 3
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Tars

threonyl−tRNA synthetase
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complement component factor h
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major urinary protein 4
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Reep5

deleted in polyposis 1


