
Additional File 2:
Gene expression profiling of long−lived dwarf mice:
longevity−associated genes and relationships with diet, 
gender and aging
William R. Swindell

This file displays expression response profiles for the top 40 genes
most negatively associated with IGF−1 induction patterns among all
contrasts examined in this study (see Fig. 2 of paper). These genes 
are listed on pages 2−3 and plotted individually on pages 4−43 of this 
file. In each plot, the black line represents the IGF−1 induction 
pattern among contrasts, and the green line represents the pattern 
associated with a gene that exhibits an opposite induction pattern. 
Genes were selected by reflecting the induction pattern of IGF−1 about 
the zero horizontal, and finding genes with an induction pattern most 
similar to the IGF−1 reflection. Genes are presented in order of 
decreasing similarity to the IGF−1 reflection. Following appropriate 
normalization to weight all contrasts equally, similarity was 
determined based on Euclidean distance.

Contact: William R. Swindell, wswindel@med.umich.edu
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Scd2

stearoyl−Coenzyme A desaturase 2
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Slc16a7

solute carrier family 16 (monocarboxylic acid transporters), member 7
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Pcp4l1

Purkinje cell protein 4−like 1
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Dclre1a

DNA cross−link repair 1A, PSO2 homolog (S. cerevisiae)
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Igfbp1

insulin−like growth factor binding protein 1
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Spink3

serine protease inhibitor, Kazal type 3
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Lpl

lipoprotein lipase
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CD36 antigen



● ●

●
●

●

●

●

●

●

● ●

●
●

●

●

●

●

●
●

●

●
●

● ●
●

●
● ● ●

●

●

Contrast

lo
g(

F
ol

d 
C

ha
ng

e)

●

●

●

● ●

●

●

●
●

●

●
●

●

●

●

●

●
●

●
● ●

●

●
●

●

●

●

●

●

●

●

−
6

−
4

−
2

0
2

4
6

sn
el

l5
sn

el
l2

5
am

es
5A

am
es

13
A

am
es

25
A

am
es

3B
am

es
6B

am
es

12
B

am
es

24
B

lit
tle

3
lit

tle
6

lit
tle

12
lit

tle
24

G
H

R
−

K
O

G
H

R
−

K
I1

G
H

R
−

K
I2 B
6

ge
nd

er
cr

(2
,6

)
cr

(2
,6

)d
f

cr
(2

0,
22

)
cr

(5
,2

2)
m

et
m

et
(d

b/
db

)
gl

ip
gm ro

s
so

y
lo

w
fa

t1
lo

w
fa

t2
ag

e

Abcb1a

ATP−binding cassette, sub−family B (MDR/TAP), member 1A
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Cyp2b10

cytochrome P450, family 2, subfamily b, polypeptide 10
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Serpina6

serine (or cysteine) proteinase inhibitor, clade A, member 6
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Gstm3

glutathione S−transferase, mu 3



● ●

●
●

●

●

●

●

●

● ●

●
●

●

●

●

●

●
●

●

●
●

● ●
●

●
● ● ●

●

●

Contrast

lo
g(

F
ol

d 
C

ha
ng

e)

●

●

●
●

●

●

●

● ●
●

●

● ●

●

●

●

●

●

● ●

●

●
●

● ● ●
●

●

●

●

●

−
6

−
4

−
2

0
2

4
6

sn
el

l5
sn

el
l2

5
am

es
5A

am
es

13
A

am
es

25
A

am
es

3B
am

es
6B

am
es

12
B

am
es

24
B

lit
tle

3
lit

tle
6

lit
tle

12
lit

tle
24

G
H

R
−

K
O

G
H

R
−

K
I1

G
H

R
−

K
I2 B
6

ge
nd

er
cr

(2
,6

)
cr

(2
,6

)d
f

cr
(2

0,
22

)
cr

(5
,2

2)
m

et
m

et
(d

b/
db

)
gl

ip
gm ro

s
so

y
lo

w
fa

t1
lo

w
fa

t2
ag

e

Abcd2

ATP−binding cassette, sub−family D (ALD), member 2
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cytochrome P450, family 2, subfamily a, polypeptide 4 /// cytochrome P450, family 2, subfamily a, polypeptide 5
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isocitrate dehydrogenase 2 (NADP+), mitochondrial
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Tcea3

transcription elongation factor A (SII), 3
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adenylosuccinate synthetase like 1
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sulfotransferase family 1A, phenol−preferring, member 1
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reticulon 4
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Gsta4

glutathione S−transferase, alpha 4
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metallothionein 1
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RIKEN cDNA 1810015C04 gene
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Gsta2

glutathione S−transferase, alpha 2 (Yc2)
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Robo1

roundabout homolog 1 (Drosophila)
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Btg1

B−cell translocation gene 1, anti−proliferative
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Rdh16

retinol dehydrogenase 16
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Cyp2c38

cytochrome P450, family 2, subfamily c, polypeptide 38
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3'−phosphoadenosine 5'−phosphosulfate synthase 2
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defensin beta 1
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insulin−like growth factor binding protein 2
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interleukin 1 receptor antagonist
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sulfotransferase family 1D, member 1
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RIKEN cDNA 2900054D09 gene
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Slc7a2

solute carrier family 7 (cationic amino acid transporter, y+ system), member 2
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Nqo1

NAD(P)H dehydrogenase, quinone 1
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Tuba8

tubulin, alpha 8
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Agt

angiotensinogen
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Ces1

carboxylesterase 1
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Vnn3

vanin 3
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Odz3

odd Oz/ten−m homolog 3 (Drosophila)


