Conserved noncoding elements associated with ENSG00000125798 (FOXA2)

No. CNE Sequencet(fugu Sequence2  Flanking genes  Location Length Identity Sequence VISTA Alignment Binding
D - FUGU4) (human - ®p) (%) plot sites
NCBI5)

N2994  scaffold_23.403983- chr20:22507230- ENSGODDOD170422; Supstream 145  76.1  VIEW VIEW VIEW VIEW
404135~ 225073741 FOXA2 36 bp;

S'downstream

2443 bp

N2995 scaffold_23:404596- chr20:22507880- ENSGO0DO0170422; S'upstream VIEW
404693 225079741 FOXa2 686 bp;

3'downstream

1849 bp

N2996  scaffold_23:405458- chr20:22509813- ENSGO0000170422; 5'upstream VIEW
4055551 2 FOXA2 2

0-1 619 bp;
3UTR,

S'downstream
1bp

N2997 scaffold_23:407405- chr20:22512555- FOXAZ intron 1 VIEW
4075201 225126691

N2998 scaffold_23:407848- chr20:22513400- FOXA2, SSTR4 S'upstream VIEW
407936:-1 225134871 299 bp;
Supstream
450634 bp

N2999 scaffold_23:411020- chr20:22582340- FOXAZ, SSTR4 Stupstream VIEW
41118571 22562504-1 69239 bp;
S'upstream
381617 bp




