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Functional breakdown of detected interactions

O transcription factor activity

O protein transport activity

M receptor activity

B channel or pore class transport activity

B small protein conjugating enzyme activity

| site-specific recombinase activity
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O microtubule motor activity
O group translocator activity
B extra cellular matrix structural constituent

W other classes

Comparison between random interactions and predicted interactions
in terms of pairs participating in the same biological process

30 A
Z score =177.6

25

20

15 o

10 o

) H

0 T T T |H|H| T T T T |H||_|| T T §§ T |._I_
2 5 B &8 8 &
& 8 & & 7 N

2847 [
2860 [

=1 N~
< N
=] =]

29.13
29.40

N N

Percentage of interaction pairs participating
in the same biological process



