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a) n=482 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−CGCAGCAACCTCGGTTCGTATCCGAGTCACGGCACCA
b) n=374 GGCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGC
c) n=222 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−CGCAGCAACCTCGGTTCGAATCCGAGTCACGGCACCA
d) n=180 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−CGCAGCAACCTCGGTTCGTATCCGAGTCACGGCA
e) n=163 TGCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGC
f) n=141 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−CGCAGCAACCTCGGT−−−−ATCCGAGTCACGGCACCA 
HisGTG    GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATCCGAGTCACGGCA
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