
PFL_1804                    PFL_1803

1 kb

                          URS                                                              -35                                       -10 (RpoS)  
Pf0-1           GTATTCCAAATTTGTTTAAAAACCCCGGCCGGCTAACTGGACTCGGCGCCAGAC-TGATCAA 61
PputKT2440      GTATTCCAAATCTGTTTAAAAAACGTCCAATATGCACTGG-CACTGCGCCAAACCTGACCAA 61
Pf-5            GTATTCCAAATTTGTTTAAAAAACGAGCAGGGGCAACTGGACTGAATGCAATAG-TGATCAA 61
PsyrDC3000      GTATTCCAAAACTGTTTAAAAAACGACCAAAAGACACTGGACGGCGGCCCGTCC-TGAGCAA 61
PAO1            GTATTCCAAATCTGTTTAAAAAACCGCCAGCCCTGTCTGGACGCCCCACGA-ACATGACCAA 61
PfSBW25         GTATTCCAAATCTGTTTAAAAAACGACCAGTCGCGACTGGACTGAATCGGATAC-TGATCAA 61
Pf CHA0         GTATTCCAAATTTGTTTAAAAAACGAGCAGGGGCAACTGGACTGAATGCAATAG-TGATCAA 61
                **********  ********** *            **** *             *** ***

                              +1 
Pf0-1           TACTT-GAACTGTCGG---GCGACATCTCCCCCA-AGTGTCGCGCCGGTAAAGGTACCAA 116
PputKT2440      TACTT-GAAGTGTTGGC--GCGGCGCATCCCCCCCAGTGGCGCGCCGATAAAGGTGCTCA 118
Pf-5            TACTT-CAACTGTCGGC--GGGACATCTCCCCCA-AGTGAAACGCCGATCAAGGTACCGA 117
PsyrDC3000      TACTTATAAGCGCTGAC--GCGTCATATCCCCCA-AATGACTCGCCAGTGGAGGTGCCAA 118
PAO1            TACTGAAAGGTACTGGCGCGCGGTATCTCCCCCCAAGTACCCAGCCAGTGAAGGTACCGA 121
PfSBW25         TACTT-CAACTGTCGGC--GTGACATCTCCCCCA-AGTGAAGCGCTGACCTGGGTACCAA 117
Pf CHA0         TACTT-CAACTGTCGGC--GGGACATCTCCCCCA-AGTGAAACGCCGATCAAGGTACCGA 117
                ****   *      *    * *     ******  * *     **       *** *  *

Pf0-1           GGGACC-GCGTGCCTTTGTTTTACTCCTAATGGTCTTAACCCGGATTCACCCCCC-AGAA 174
PputKT2440      GGGACC-GCGTACCTTTGTTTTACTCCTAATGGTCTTAACCCGGATTCCTCCCCC-AGAA 176
Pf-5            AGGACC-GCGTGCCTTAGTTTTACTCCTAATGGTCTTAACCCGGATTCACCCCCC-AGAA 175
PsyrDC3000      TGGATCAGCGCACCTTTGTTTTACTCCTAATGGTCTTAACCCGGCTTCACCCCCC-AGAA 177
PAO1            GGAAT--GCGTACCTTTGTTCCACTCCTAATGGTCTTGACCCGGATTCATCCCCC-AGAA 178
PfSBW25         CGGACC-GCGTGCCCTTGTTTTACTCCTAATGGTCTTAGCCCGGATTCGCCCCCCCAGAA 176
Pf CHA0         AGGACC-GCGTGCCTTAGTTTTACTCCTAATGGTCTTAACCCGGATTCACCCCCC-AGAA 175
                 * *   ***  ** * ***  ***************  ***** ***  ***** ****

                                                              terminator              

Pf0-1           CCCGGGTTTTTTTTGCCT 192
PputKT2440      CCCGGGTTTTTTTTGTGT 194
Pf-5            CCCGGGTTTTTTTTGCCC 193
PsyrDC3000      TCCGGGTTTTTTTTGCCT 195
PAO1            CCCGGGTTTTTTTTATCC 196
PfSBW25         CCCGGGTTTTTTTTGCCT 194
Pf CHA0         CCCGGGTTTTTTTTGCCC 193
                 *************    

a

b

rgsA

                                               URS

ACAGGCAACCCAAATGAGAACTCAAGCGAAGCGCGCGTATTCCAAATTTGTTTAAAAAACGAGCAGGGGC
    -35                                                         -10 (RpoS)                            +1

AACTGGACTGAATGCAATAGTGATCAATACTTCAACTGTCGGCGGGACATCTCCCCCAAGTGAAACGCCG
                                 CCTAGG    1698Fus2                 (pME7234)
                                   Ptac (pME6032)                                                   +1

.TTGACAATTAATCATCGGCTCGTATAATGTGTGTCTGCAGGCGGGACAT...  (pME7236) 

ATCAAGGTACCGAAGGACCGCGTGCCTTAGTTTTACTCCTAATGGTCTTAACCCGGATTCACCCCCCAGA
                                                             terminator  
ACCCGGGTTTTTTTTGCCCGCCATTCAGCGCCAGTGCACCGTGCGACCCAGGCTCAGCCCTTGACCCG
                                                                        *  G  K  V  R
       


