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Figure Al

Multisequence alignment of the fatty acid binding protein family

Predicted RCRRs (red) and experimentally examined regions (green) are marked. The rare

codon score S is displayed for each column.

Table Al

Organisms and GenBank identifiers of the fatty acid binding protein family

Salmo salar

GenBank: AAR91708

Cryodraco antarcticus

GenBank: AAC60357

Anguilla japonica

GenBank: BAA92355

Fundulus heteroclitus

GenBank: AAK61550

Tetraodon nigroviridis

GenBank: CAG10013

Rattus norvegicus

GenBank: NP_445817

Danio rerio

GenBank: NP_001004682

Echinococcus granulosus

GenBank: Q02970

Taenia solium

GenBank: ABB76135

Xenopus laevis

GenBank: AAH78499




