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Figure A2

Multisequence alignment of the chloramphenicol acetyltransferase protein family

Predicted RCRRs (red) and experimentally examined regions (green) are marked. The rare

codon score S is displayed for each column.




Table A2

Organisms and GenBank identifiers of the chloramphenicol acetyltransferase protein family

Mannheimia haemolytica GenBank: NP 073222
Aeromonas salmonicida GenBank: CAD57199
Photorhabdus luminescens GenBank: NP 929686
Yersinia pestis biovar GenBank: ZP 01174255
Salmonella typhimurium GenBank: ABA56511
Neisseria meningitidis GenBank: AAC14400
Streptococcus suis GenBank: BAC11901
Enterococcus faecium GenBank: NP 863168




