	Additional file 5. Timing of duplications in AIS subfamilies
	
	

	　
	　
	Number of duplications*
	　
	　

	AIS subfamily
	Number of Hs members
	Before the split of fish-tetrapods
	After the split of fish-tetrapods
	Not assigned
	Total

	JAK
	3
	2
	0
	0
	2

	PIAS
	4
	3
	0
	0
	3

	STAT
	3
	1
	1
	0
	2

	SOCS
	2
	1
	0
	0
	1

	SHP
	2
	1
	0
	0
	1

	PRKAR
	2
	1
	0
	0
	1

	GNG
	6
	no phylogenetic tree
	
	

	GNB
	4
	3
	0
	0
	3

	GNA
	3
	2
	0
	0
	2

	RHO
	2
	1
	0
	0
	1

	DGK
	3
	2
	0
	0
	2

	PLCG
	2
	1
	0
	0
	1

	aPKC
	2
	1
	0
	0
	1

	nPKC
	2
	1
	0
	0
	1

	cPKC
	3
	2
	0
	0
	2

	CAMK2
	4
	3
	0
	0
	3

	CALNA
	2
	1
	0
	0
	1

	CALNB
	1
	no phylogenetic tree
	
	

	NFAT
	1
	0
	0
	0
	0

	IKBK
	2
	1
	0
	0
	1

	NFKB
	5
	3
	1
	0
	4

	NFKBI
	4
	1
	0
	2
	3

	PIK3C
	3
	2
	0
	0
	2

	PIK3R
	3
	2
	0
	0
	2

	PTEN
	1
	0
	0
	0
	0

	AKT
	3
	2
	0
	0
	2

	SRC
	2
	1
	0
	0
	1

	ABL
	2
	1
	0
	0
	1

	TEC
	5
	4
	0
	0
	4

	GRB2
	2
	1
	0
	0
	1

	BLNK
	1
	0
	0
	0
	0

	SOS
	2
	1
	0
	0
	1

	RAS
	2
	1
	0
	0
	1

	RAF
	3
	2
	0
	0
	2

	FOS
	3
	2
	0
	0
	2

	JUN
	3
	2
	0
	0
	2

	MAP3K-1
	1
	0
	0
	0
	0

	MAP3K-2
	1
	0
	0
	0
	0

	JNK
	3
	1
	0
	1
	2

	cMAPK
	2
	0
	1
	0
	1

	MAP2K-1
	2
	1
	0
	0
	1

	MAP2K-2
	2
	1
	0
	0
	1

	MAP2K-3
	1
	0
	0
	0
	0

	MAP2K-4
	1
	0
	0
	0
	0

	RAC
	4
	2
	1
	0
	3

	CDC42
	2
	0
	1
	0
	1

	RAP1
	3
	1
	1
	0
	2

	VAV
	3
	2
	0
	0
	2

	SHC
	4
	3
	0
	0
	3

	GAB
	3
	2
	0
	0
	2

	Total
	129
	65
	6
	3
	74

	* The duplications in each AIS subfamily are counted on the basis of its phylogenetic tree.

	Hs, Homo sapiens; AIS, adaptive immune system.
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