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A Repair and Carcinogenicity

Putative FK506-binding protein
Proteasome 26S subunit, ATPase 1
26S proteasome regulatory subunit p28
Glutathione S-transferase pi

scriptional/Signalling Cascades

Churchill protein

CGI-13 protein (Putative NFKB activating protein)
MED18 protein

Proteasome subunit beta type 3

Basal transcriptional activator hABT1

Cytochrome c oxidase subunit Il
Cytochrome c oxidase subunit I
NADH dehydrogenase subunit 2
NADH dehydrogenase subunit 4
NADH dehydrogenase subunit 1
Cytochrome b

BTBD3 protein

FLJ10140

Multifunctional DNA repair enzyme (APEX 1)
RAB1A

Microsomal glutathione S-transferase 3
Microsomal glutathione S-transferase 1
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