NumtS 2

70
70
69

Consensus AAAAGGAACT TGGCAAATTT
100%

Conservation
0%

ufe] | [ [efule] | 140
ule] [ [ -[clulel | G TEEAE BET ] B 140
ufel [ [ [{elle] | cicEEEEGGT 139

Consensus AGGCCCTGCC TGCCCAGTGA GTGCAAAGGT
100%
Conservation
0%

n2_H2b BFFGE jufel | 210
n2_hgl8 rem Ll | ulufelul ] | julel| [ | 210
mt_H2b ETTCETEENT AAATAcccAE BmcTATCHAAT ccBTESAEcE ccchTEAcET TNTAREEACT 209

Consensus CTTGTTCCTT AAATAGGGAC TTGTATGAAT GGCCCCATGA GGGTTCAGCT GTCTTTTACT TTTAACCAGT
100%

Conservation
0%

n2_H2b G 211
n2_hgls G 211
mt_H2b G 210

Consensus G

100%
Conservation
0%



NumtS 12

70
70
70

ufelufepie] |
TGHGTCAG
Consensus ATTGGTTTC TGTGTGAGCA CACCATATAT TTACAGTAGG AATGGACGTA
100%
Conservation
0%

140
140
140

n12_H2b @
n12_hgl8 ] AcE BcETAE
mt_H2b EETATTTEAE ATHATEATEC ETATEEEEAE SccECTEARA cTATTTAcET cAETEcEEAE
Consensus CTTATTTCAC ATAATCATCG CTATCCCCAC CGGCGTCAAA GTATTTAGCT GACTCGCTAC
100%
Conservation
0%

ni2_H2b A 210
n12_hg18 T 210

_ TCATETCE TCEAGT ule] Il | GH r
mt_H2b HETEEAEcGH AcEEATATCA MATCATETCE TcEAcTCETE IGIGIIIIIG GATTEATETT TETTTTEARE 210
Consensus ACTCCACGGA AGCAATATGA AGTGATCTGC TGCAGTGCTC TGAGCCCTGG GATTCATTTT TCTCTTCACT
100%

Conservation
0%

220

|
n12_H2b GEccciccEE
n12_hgl8 GHGGGHGG BE 272
mt_H2b GlAccHccEE BETAEASCAE AE 272
Consensus GTGGGTGGCC TAACCGGCAT TGTATTAGCA AACTCATCAC TAGACATCGT ACTACACTAC AC
100%
Conservation
0%

BB 272




NumtS 13

20

n13_H2b B 70
n13_hg18 B 70
mt_H2b GH 70

Consensus CCTTAGCAGG AAACTACTCC CACCCAGGAG
100%
Conservation
0%

139
T 139
140

n13_H2b [ ol - [eleTele
n13_hg18 A
mt_H2b TCTETEETET ATErTAcccc BEATEAATET

Consensus TATCTCCTCC ATTCTAGGGG CTATTAACTT
100%
Conservation
0%

ATTATEAATA
ATTATTAACA

160 180

BEcEACTEET 209
n13_hg18 ] L[] ATER BACEBAcCTEET 209
mt_H2b BAATAEEAAA EcEEEETETT BcrETcATEE BAcEAcTEET ABTTETEETA lllllllllG 210
Consensus CAATACCAAA CACCCCTCTT TGTCTGATCC GTCCTAATCA CAGCAGTCCT ACTCCTCCTC TCCCTTCCAG
100%

Conservation
0%

n13_H2b @

n13_H2b jufel | 279
n13_hg18 GH I 279
mt_H2b TEETACETCE BETERAEAEE lllllGllGG 280

Consensus TCCTGGCCGC CCTTGATACC ACCTTCTTTG ATCCAGTCGG

100%
Conservation
0%

349
B 349
350

n13_H2b BcccccHCHE
n13_hg18 BMGGGGGHG
mt_H2b BGGHGGHGAR
Consensus AGGGGGAGAC
100%
Conservation
0%

419

n13_H2b
n13_hgl18 419
mt_H2b 420

Consensus CTACCGGGCT
100%

Conservation
0%

n13_H2b lGGGI.llG. ficAcETEATE IIIIIIIIII 489
489

]
mt_H2b IIGGIIIGGI BrcAcErATG TcACEABASE ATATATTTAE 490
Consensus TGGGCATAGT CTGAGCTATG GTTTCCTAGG ATTTATTGTA TGAGCTCATC ATATATTCAC

100%
Conservation
0%

n13_H2b HEciBcGs B 559
n13_hg18 BGTAGGG GH ] B 559
mt_H2b EGTAGCAMTA GllGllGlll [ || 560
Consensus AGTAGGGATA GACGTGGATA CTTCACCTCC
100%
Conservation
0%
n13_H2b G 629
n13_hgl8 G [ ] 629
mt_H2b GHEAMECTAT TTAcETCABT BABcCARCEA Ar@rc@TcEA crcETEmcHc 630
Consensus GTCAAAGTAT TTAGNTGACT CACAGAAGTA ACATCAAATG ATCTGCCGCG GTACTCTGAG
100%
Conservation
0%
6?0 6?0
n13_H2b @EcTEcccTT BATETTEETE TrEAETcEcc cTAcTETARE 699
GicGc GFAG ] 699
GiAc cTccBETCAB 700

Consensus CCGTAGGGTT CATCTTCCTC TTCACTGTGG GTAGTCTAAC CGGCATTGTA CTAGCAAACT CATCATTAGA
100%
Conservation
0%




NumtS 28

n28_hg18

mt_H2b GH
Consensus GAAACTGTTT AGACGGGCTC ACATCACCC
100%
Conservation
0%

80 100 120
| |

n28_H2b FHEGTARGATT M c BF 132
n28_hg18 c AT 132
mt_H2b THCTANCHANT llllllGlll cEATEEEEcT TEEAcTcHcT TEAEEETETA AATEAEEAEc AT 132

Consensus TAGTAAGATT ACACATGCAA GCATCCCCAT TCCAGTGAGT TCACCCTCTA AATCACCACG AT

100%
Conservation
0%




NumtS 38

ZIO
n38_H2b G 70
n38_hg18 G 70
mt_H2b c A 70

Consensus CCAGCCACCG CGGTCACACG
100%

Conservation
0%

n38_H2b B TGHEGE TeTA 139
n38_hgl8 GHGT mch AcBic BcA 139
mt_H2b @ | TEAEETCACT TcTAANAAEE TEBAcTTCAE ABNARATACHA ETABCAEEGT 140

Consensus C-CCTCAATA AAGCTAAAAT TCACCTGAGT TGTAAAAAAC TCCAGCTGAT ACAAAATAAA CTACGAAAGT
100%
Conservation
0%

n38_H2b GGH
n38_hgl8 GG BATET
mt_H2b GCETT TATETCHAE 159

Consensus GGCTTTAACG CATCTGAAC
100%

Conservation
0%




NumtS 63

n63_H2b GGGE
n63_hg18 Bc GGGT
mt_H2b [ [e].1€] [ulelele] |

Consensus AGAACTGGGT
100%

Conservation
0%

n63_H2b 140
n63_hg18 ule] [l L] 140
mt_H2b THATECTEAS TETTETTEAT 140

Consensus TTATCGTCAC TTTTCTTCAT
100%
Conservation
0%

n63_H2b [ CAATEccTcE [ | B 205
n63_hg18 B GF GH G GGTGE (] | B cA [ ] A 205
mt_H2b BHAETCAETA cTTEEEETAAN TAATEccTcE BEEEcATATC cEcTTTEEEE cCEATAAAEAE BATAA 205

Consensus CAACTGGTTA GTTCCCCTGA GAATCGGTGC ACCAAACATG GCATTCCCTC GAATAAATAA TATAA
100%

Conservation
0%




NumtS 72

n72_H2b
n72_hgl8
mt_H2b
Consensus CCAATAATT

100%
Conservation
0%

BrcATfccicE HcEEc ]
BEcAmccicE AcEEcETATT MAAccTTECE 139
Consensus GACAATAGGG TTTACGACCT CGATGTTGGA TCAGGACATG CTGATGGTGC AGCCGCTATC AAAGGTTCGT
100%
Conservation
0%

BEFE 153
_ BEE 152
mt_H2b ETCTETEAAEcC ATT 152
Consensus TTGTTCAATG ATT
100%

Conservation
0%




NumtS 73

n73_H2b G 70

n73_hgl8 G 70

mt_H2b G 70
Consensus CTTCGCTGGA G

100%
Conservation
0%

140
140
140

n73_H2b
n73_hg18 A
mt_H2b BEEEEAAEAG

Consensus CCCCCAACAG
100%

Conservation
0%

n73_H2b BECCHGTTTE 210

n73_hgls EAGGHGTTTE A A cll ] TEBAACEAET 210
mt_H2b EAGGHGTATE AATEAEETCA cETEABEATA cTETAATACA AAREAREECH EASEAARTAR TTEARCEABRT 210
Consensus CAGGAGTTTC AATTACTTGA GCCCATCACA GCCTAACAAA AAATAATCAA AAACATACAA TCCAAGCACT
100%

Conservation
0%

n73_H2b G 280
n73_hg18 G T 280
me_H2b G ETTTTEETGG 280

Consensus ACTTGTTACA ATTATATTAG
100%

Conservation
0%

350
T 350
349

n73_H2b GETFATTETETG
|

Consensus GCTATTTCTG
100%
Conservation
0%

n73_H2b 418
n73_hg18 418
mt_H2b B 419

Consensus ATTGGATCAA -GTCTGCCTT CTCCGCCAAT TAAAATACCA CTTTACATCT
100%
Conservation
0%

440 460 480

|
n73_H2b llGlIlllGl IGIIGIIGII lGllllIGlI BETTTcTEACA
n73_hg18 BcE TcTAGH
lGlllllGGl - [l el - {e] |

488
T 488
489

el |
mt_H2b llGGllllGl lellGllell
Consensus TTGCCTTTGA AGCCGCTGCC TGATATCGAC ACTTTGTAGA
100%
Conservation
0%

500 Sfo 540

n73_H2b 551

n73_hg18 G G ulel | 551

mt_H2b @ ||e||e| llllGll ll 559

Consensus TTATTGATGA TTTTGATAGC

100%
Conservation
0%

n73_H2b [ | 621

n73_hg18 G T A 621

mt_H2b ATNTE TEANEAEEET BETAcEETTA BTAETARTAN 629

Consensus ATCCGAAAAA CAGTAATTCA CCTAACATTA ACCCTAGTAA TCAACACCCT ATTAGCCCTG TTACTAATAA
100%

Conservation
0%

n73_H2b FEER
n73_hgl8
mt_H2b
Consensus TTATTACATT TTGNCTCCCA CAACT
100%
Conservation
0%




NumtS 75

60
|

T AEcAEEcTGG 70

n75_H2b
n75_hgl8
mt_H2b
Consensus CCCCAATAA CAGCTGACAT AAAATAAACT ACGAAAGTGG
100%
Conservation
0%

n75_H2b @
n75_hgl8
mt_H2b EBTETTE
Consensus CTTTAACGTA TCTGAACACA CAATAGCTAA GACCCAAACT GGGATTAGAT ACCC-CACTA TG
100%
Conservation
0%




NumtS 77

n77_H2b B 8 BcABGAR 70

n77_hg18 B B TATACARGAR 70
mt_H2b - ffj E B TATAcCAACHR 69

Consensus CTAAAAAATC CCAAACATAC TATAGAAGAA

100%
Conservation (
0%

| GiTAc TATAAG
mt_H2b BTAATCTTAC TATEACTAAR
Consensus CTAATGTTAG TATAAGTAAC

140
B 140
HABAETCHAE 139
AATATTAAAC

100%
Conservation
0%

n77_H2b FEGH
n77_hg18 WG

_ A A B A B
mt_H2b TCAEAATTAN BACEEEAATA TETABAATEA AEERASANCT EATTATTARE BTEAET
Consensus TGACAATTAA CAGCCCAATA TCTACAATCA ACCAACAAGC CATTATTACC CCCACTGTTA

210
A 210
209

ACCCAACACA

100%
Conservation

0%

n77_H2b GGH i 232

n77_hg1l8 GG £ 232
mt_H2b GGEATCETEAR TARGGAAEGG TE 231

Consensus GGCATGCCCA CAAGGAAAGG TT

100%
Conservation
0%




NumtS 82

n82_H2b
n82_hgl8
mt_H2b
Consensus CAACATGGCT
100%

Conservation
0%

n82_H2b
n82_hgl8
mt_H2b ANETEEAAAT

Consensus AACTCCAAAT AAAAGTAATA ACCATGTATG CCACTATAAC CACCCTAGCC CTAACTTCCT TAATTCCCCC

100%
Conservation
0%

160

ng2_H2b B
n82_hg18 168
mt_H2b BATEETTAEE AEBETECTTA AEEETAAE 168

Consensus CATCCTTACC ACCTTCATTA ACCCTAAC
100%
Conservation
0%

B 168




NumtS 101

nl01_H2b
nl01_hgl8
mt_H2b
Consensus TACCCATAC
100%

Conservation
0%

n101_H2b B 140
n101_hg18 BcBBTc A BcEBBTcEEEA 140
mt_H2b AETETTAEEE EcBETcEEEA 140

Consensus AATCTTACCC CGCCTGTTTA CCAAAAACAT CACCTCTAGC ATTACCAGTA TTAGAGGCAC CGCCTGCCCA
100%
Conservation
0%

160
|
IIG lGGll cBcG 164
TccBE GEGG 164
mt_H2b GRCHEAEATG |||llleell GBGG 164
Consensus GTGACATATG TTGAATGGCC GCGG

100%

Conservation
0%




NumtS 109

n109_H2b
n109_hgl8
mt_H2b
Consensus TTAACATAA
100%

Conservation
0%

(o)
||
|

GCACCCAACT TACACTTAGG AGATTTCAAC TTAACTTGAC CGCTCTGAGC TAAACCTAGC

n109_H2b 100
n109_hg18 A 100
mt_H2b BEEEA BA 100

Consensus CCCAAACCCA CTCCACCTTA CTACCAAACA
100%
Conservation
0%




NumtS 112

nl12_H2b
nl12_hgl8
mt_H2b
Consensus CACGGGAGAC AGCAGTGATA AGCCTTTAGC AATAAACGAA AGTTTAACTA AGCTATACTG ACC
100%
Conservation
0%

BcccAcHE AcBAcTGH
HcHAE A




NumtS 115

n115_H2b B T ] 70

n115_hg18 B T B 70

mt_H2b B B ] 70
cT C

Consensus TCATTCCCA ATTATAGAT ATTATAACC

100%
Conservation
0%

n115_H2b 140
n115_hg18 [ | BcrcABEGT TTcA B 140
mt_H2b BTEAE ETAETEEEEA TATETAAEAA 140

Consensus TTCAGTCACA TTATTCCCCA TATCCAATAA
100%
Conservation
0%

180 200

n115_H2b @ @ 210
n115_hg18 B B cEE A T 210
mt_H2b BEATTEETEE EEAEABTEAT ScESETTAEE AScETAETEE TAEETATETE EEETTTTATA BTAATAATET 210
Consensus CTACTTCTCC CCCGGCTTAC CATCCTCGCC ATCTTCCTCC TACCAATCTC CCTACTTACC CTGCTTATCT
100%

Conservation
0%

n115_H2b 279
nl15_hg18 B 279
mt_H2b TETACARETT BETTARTTTE 279

Consensus TCTAGAAATT TAGGTTAAAC AGCCTTCAAA GCCCTTAGTA AGTAGACTAT ACTTAATTTC

100%
Conservation
0%

300

|

n115_H2b fc- A BRccAETcEA BicER 313

n115_hg18 G- GEA 313

mt_H2b EG cET BTcEA 314
Consensus TG-AAAACCC AAGGACTGCA AAACTCTACT CTGCA

100%
Conservation
0%




NumtS 133

n133_H2b [ |

n133_hg18 1] [ |

mt_H2b B [ |

Consensus CACTGTAAAG ATTAACCTT TCATTATCTC TTTACAGTGA
100%
Conservation
0%
80 100 120

| | |

n133_H2b BATCE Ac
n133_hg18 ulel | G G
mt_H2b AETCEEEEAA BA- BEATAAT BETEETTAEA
Consensus AATGCCACAG CTAAATACCA CTGTATGACC TA-CTATCAT CACCCCAA-T ACTCCTCACG
100%
Conservation
0%

140
A 138
138

160

210

n133_H2b
n133_hg18 T cl Jufe] [} | A 208
mt_H2b HEAEATATTA AAEABAARET HEEAEETAEE TEEETEABEA AACEEEATAR AAATANAREA 208

Consensus TCACCCAACT AAAAATACTA AACACACACT GCCATCTGCC CACCTCACCA AAATTTATTA AAATAAAAAA
100%

Conservation
0%

n133_H2b G 280
n133_hg18 B G BcE A 277
mt_H2b EEETcACAAE BARAATCHAAE TTEcETTEAT TEATTcEEEE 277

Consensus CTACAGTAAG CCCTGAGAAC CAAAATGAAC TTCGCTTCAT TCATTACCCC

100%
Conservation
0%

n133_H2b 350
n133_hg18 B 346
mt_H2b 346
Consensus GGCCTACCCG TTT-CCCCCT
100%
Conservation
0%
n133_H2b [ B 420
n133_hg18 B T B 416
mt_H2b [ | B A A 416
Consensus AACAACCGAC TAATCACCAC TCAACAATGA CTACTTCAAC ACAAATAATA
100%
Conservation
0%
n133_H2b 490
n133_hg18 ] T 486
mt_H2b TACTATEETT 486

Consensus ACATTAAGGG ACGAACCTGG TCCCTTATAC TAATTTCCCT GATTATTTTT ATTGCCACAA CTAATCTCCT
100%
Conservation
0%

n133_H2b
n133_hgl8
mt_H2b
Consensus CGGACTCTTG
100%

Conservation
0%

N m
CCCACTCAT TTACACCAAT




NumtS 139

n139_H2b
n139_hgl8
mt_H2b
Consensus ACCAACCTC
100%

Conservation
0%

n139_H2b GGGEGH
n139_hgl8 GGGEGH|
mt_H2b GGGTAcCETAR

Consensus GGGTGACAAT
100%

Conservation
0%

GATCGCCCAC

n139_H2b M BcAfc 169

n139_hg18 B § GHATG 169
mt_H2b AECTTESEET TARATANCAE ATEAEcATC 168

Consensus ACTCTCCCCT TAAATAAGAC ATCTCGATG
100%
Conservation
0%




NumtS 151

nl51_H2b
nl51_hgl8
mt_H2b B
Consensus CTTTAACATA

100%
Conservation
0%

n151_H2b Bci 140

n151_hg18 Bc A 140
mt_H2b BAABETEAAE AcTTAMATEA 140

Consensus AAACCTCAAC AGTTAAATCA

100%
Conservation
0%

200

|
n151_H2b fifc BEFccBcciic B B 210
n151_hg18 [ ] AcH B A Gclccic B 210
mt_H2b AEAAAAETCE TEcEEACAAE AETAEcAcCEE AEACETTARA AETEAAAcCCA EETccEccic BTTEATATEE 210

Consensus ACAAAACTGC TCGCCAGAAC ACTACGAGCC ACAGCTTAAA ACTCAAAGGA CCTGGCGGTG CTTCATATCC
100%

Conservation
0%

nl51_H2b
nl51_hgl8
mt_H2b BTETAcCHAGGH
Consensus CTCTAGAGGA GCCTGTTCTG TAATCGATAA ACCCCGATCA ACCTCA
100%
Conservation
0%




NumtS 153

60

|
ufefetelul ufe] ||

n153_H2b 70
n153_hgl8 70
mt_H2b 70

TGGGTCTGCA

Consensus ACAGTTAATG
100%
Conservation
0%

n153_H2b GATFAGG 140
n153_hg18 Bcc cEARCHE B 140
mt_H2b EEEEEETEGG BATCEAACEA TEEEEcTTEE 140

Consensus AACAGATAGG CATGCAAGCA TCTCCATCCC

100%
Conservation
0%

n153_H2b EGTGH 210
n153_hg18 BGTGH fc B ] B A ] A 210
mt_H2b AcHcHCTTEA EEETETARAT SAESAECATE AAREccCABA AcEATEARCE AEcEACEAAT cEAcETEAAA 210
Consensus AGTGAAAATG CCCTCTAGAT CACCCAGATC AAAAGCAGCA GATATCAAGC ACACACAAAT GCAGCTCAAA
100%

Conservation
0%

n153_H2b B 280
n153_hg18 BAAG B 230
mt_H2b AECETTACEE TAcCEEAEAEE HARCTTTAAE 230

Consensus ACACCTTACT CAACCACACC AAAGTTTAAC

100%
Conservation
0%

| |
n153_H2b TEECETATAE ol | AEER cEEA HEER AEEE 350
n153_hgl8 AcE ] 350
mt_H2b AcE B 349

Consensus TAAGCTATAC
100%

Conservation
0%

n153_H2b | |
n153_hg18 ]
mt_H2b 1] ] GEGEEE 375

Consensus AATAAAACTT GGCATAAAGA GTGTTT
100%

Conservation
0%




NumtS 157

nl57_H2b 70
nl57_hgl8 70
mt_H2b 70

Consensus ACCCGCGCAA
100%

Conservation
0%

n157_H2b 140
n157_hg18 [ B 140
mt_H2b AETABcCARBG 140

Consensus ACTACGAGCA CGAATCATAT TACTCTCTCG AGGACTTCAA
100%
Conservation
0%

160

n157_H2b @ 210

n157_hg18 A B ] B ] B 210
mt_H2b TETTECATCA ETTETACEAE cEETECETAA BEEEEEAETA TTARBETAST cccACARETE 210
Consensus CTTTTGATGA CTTACAGCAA ATCTCACCAA CCTTGCCCTA CCCCCCACTA TTAATCTAAT AGGAGAACTC
100%

Conservation
0%

n157_H2b HEH B Tccl e ule] | BcchH 280
n157_hg18 il A Fcc le] | e | [ lefe] | A 280
mt_H2b TETcTEcETAc TAAEEAECTT BTESTCATEA AATATEAETE TEETAETTAE AccEETEARE ATABTACTEA 280

Consensus CTTGTAACAA TGGCTTCATC CTCCTGATCA AACATTACTA TCATGCTCAT AGGACTTAAT ATATTAATCA
100%
Conservation
0%

350

n157_H2b EECEBETTTA AEc BccEcBABTE
n157_hg18 ] T 350

mt_H2b BEGH G GGGET 350
Consensus CAGCCATTTA TTCCCTCTAC ATACTTGTCA CAACACAACG AGGAGCACTT

100%
Conservation
0%

n157_H2b 420
n157_hg18 420
mt_H2b 420

Consensus TAAACCATCC ACGATCTCTA
100%
Conservation
0%

n157_H2b BETEE fcficccF@TA 490
n157_hg18 [ | TTAGAT T 490
mt_H2b AEEEEECHEA BABATEACAT mcEcAETETG 490
Consensus AATCCTAAAA TTATTATAGG ATTTCTAACC TGTAAATATA GTTTAATCAA AACGTTAGAT TGTGGGTCTA
100%
Conservation
0%

560
B s60
560

B HAccAEAcTAR

BccARRCH
BB B cHECARECET
CTTCAACTT CTTATTTCCC AGGAAAGTAC

nl57_H2b
nl57_hgl8

mt_H2b BB
Consensus ATAATAGAAG
100%
Conservation
0%

O -

630
630
630

n157_H2b
nl57_hgl8
mt_H2b THAE

Consensus TAACAACACG GCTTTCTCAA
100%

Conservation
0%

700
T 700
700

n157_H2b WCEA BAATARARGTA
_ Ach
mt_H2b TGHE B BcTA
Consensus TGCAATTCCA AATAAAAGTA ATAACCATGT ATTTTTCCAT TACTATAATA ACCTTAATCT CCTTAACCTT
100%
Conservation
0%




n157_H2b

nl57_hgl8
mt_H2b llGll 770

Consensus ACCAATTNTT ANNNCCNTCN NNAACCCTNN NAANAANAAC TCNTANCCNN ATTANGTAAA ANNC--TNTC

100%
Conservation
0%

mt_H2b GEETE

Consensus NCANNCACNT TNNNNATNAG NCTCNTNCCN NCAACAATAT TNATGTGNNN AGACCAAGAA GNNATNATCT
100%
Conservation
0%

N157_H2b - - - - - ----- 707
n157_hgls M@ - uule] | L} B BA B ArTARGETTE A el Jul
mt_H2b ECHAETCAEA BTcAcEEAEA ASEEARAEEA BEEACETETE EETAACETTE AAAETACAET AETTETEEAT oio

Consensus CNAACTGANA NTGANNNACA ANCCAAACNN CNNANCTCTC NNTAAGCTTC AAACTAGACT ACTTCNCN--
100%
Conservation
0%

n157_hgl8

Consensus GANCCAAACA TTAATCAGTT NTTCNAATAT CTACNCATCT TCCTNANNAC NATANTAATC NTAGTTACCG
100%
Conservation
0%

n157_H2b 707

n157_hg18 ] [ | FGGBTG 1115

mt_H2b BAGTTG 1120

Consensus CNAACAACNN NTTCCAACTN TTNATNGGNT
100%

Conservation
0%

nl57_H2b
mt_H2b ATGATAECEE EcHcEEGHTG

Consensus ATGNNANGNC CGAGCAGATG
100%

Conservation
0%

.|
_ || A BTAcEEETTE 1260
Consensus GGNTTNATNN TNGCNNTAGC NCCNCAACAA ATANNNNTNC

100%
Conservation
0%

n157_H2b
n157_hg18 B i
mt_H2b THEAECETAA TEEAACEETE AEEEEABTAE TAcCEETEET BETACEACEA GIIGGIIIII EACEEBAATT 1330

Consensus TAAACNCT-A NCCNNNNCTN NNNCCANTAN TNGGNNTNCT CNTAGCAGCA GCAGGNAAAT CAGCCCAANT
100%
Conservation
0%

1.340 1.360 1.380 1.400
| | | |

nl57_H2b - - - -
n157_hg18 FGGHE
mt_H2b BGGHE
Consensus NGGNCTCCAC CCNTGACTNC CNTCNGCNAT NGAAGGCCCN ACCCCAGTCT CAGCCCTNCT NCACTCNAGC
100%
Conservation
0%




1.420 1.440
! |

nl57 H2b - -------- - oo
n157_hgl8 cific TEcEAcCHGHE

mt_H2b GhTc TAcEAcCARR
Consensus ANNATAGTTG TNGCAGGANT NTTCNTACTN ATCCGCTTCC ACCCCCTA

100%
Conservation ‘
0%




NumtS 169

n169_H2b
nl69_hgl8

Consensus AT-CGCTAA CCACTAAAA
100%
Conservation
0%

n169_H2b ETECE [ Juell - efend |
B Bc BmcTAcTG
mt_H2b ATECEEATEC ETcTACTATA

Consensus ATAGCCATCG CTGTAGTGTA CCCAAAGACA ACCCTTATTC CCCCCAAATA AATT-TAAAA ACCATTAAAC

100%
Conservation
0%

B T
mt_H2b EEATATAAEE TEEEEEA 156

Consensus CCATGTAACC TCCCCCA
100%

Conservation
0%




NumtS C

nC_H2b A
nC_hg18 Ac
mt_H2b Ac
Consensus ATCCTACCAG GATTCGGAAT

100%
Conservation
0%

nC_H2b H GCTETCACET 140
nC_hg18 GGTETcAcE T 140
efeli] fufel [e] [ cicicAcEAE AEEATATANT 140

mt_H2b HEATAGCTAT
Consensus ATATAGGTAT GGTCTGAGCT ATGATATCAA TTGGCTTCCT AGGGTTTATT GTGTGAGCAC ACCATATATT

100%
Conservation
0%

160

|
nC_H2b THABBcTHAcCHE BTfccABcilc AEA 163
nC_hg18 BfccAEcTAc AEA 163
mt_H2b THEAcTAcCA ATHcABcTAcC HEA 163
Consensus TACAGTAGGA ATGGACGTAG ACA
100%

Conservation
0%




