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SINFRUG00000145993 | T
.r. 

| A
LKB-hom

LOC569291 | D
.r. |

 ALKB-hom

ALKBH2 | H
.s. 

| AlkB
, alky

lation repair h
omolog 2 (E

. co
li)

Alkb
h2 | M

.m. | a
lkB

, alkyl
ation repair h

omolog 2

SPBC13G1.04c | 
S.p. | A

lkB
-hom

CG33250 | D
.m. | T

PA_inf: H
DC19127, AlkB-hom
ALKB-Hom | T.n.

ALKBH2 | H
.s. | A

lkB homolog protein ABH - human

ALKBH1 | H
.s. | a

lkylated DNA repair protein alkB homolog isoform a

Alkbh1 | M
.m. | P

REDICTED: alkB, alkylation repair homolog

zgc:112365 | D.r. | A
LKB-hom

P4ha1 | M.m.

P4HA1 | H.s. | prolyl 4-hydroxylase, alpha I subunit isoform 1 precursor

p4ha1 | D.r. | P
rocollagen-proline, 2-oxoglutarate 4-dioxygenase

P4H-Hom | T.n.
LOC562774 | D.r.

P4H-Hom | T.n.

p4ha2 | D.r. | Procollagen-proline, 2-oxoglutarate 4-dioxygenase

P4HA2 | H.s. | prolyl 4-hydroxylase, alpha II subunit isoform 1 precursor

P4ha2 | M.m. | procollagen-proline, 2-oxoglutarate 4-dioxygenase

CG31022 | D.m. | prolyl-4-hydroxylase-alpha EFB

phy-2 | C.e. | Hypothetical protein F35G2.4

dpy-18 | C.e. | Hypothetical protein Y47D3B.10XP_685129   | D.r.LOC767717 | D.r.
XP_001339811 | D.r.

P4ha3 | M.m.

P4HA3 | H.s. | prolyl 4-hydroxylase, alpha III subunit precursor
GSTENG00030130001 | T.n. | P4ha3-Hom

GSTENG00012146001 | T.n. | P4ha3-Hom

zgc:103728 | D.r. | PREDICTED: similar to Collagen prolyl 4-hydroxylase alpha III subunit precursorPH4alphaSG1 | D.m. | IP03859pCG9728 | D.m. | prolyl-4-hydroxylase-alpha NE1
CG9726 | D.m. | prolyl-4-hydroxylase-alpha MP

PH4alphaSG2 | D.m. | prolyl-4-hydroxylase-alpha SG2
PH4alphaPV | D.m. | prolyl-4-hydroxylase-alpha PV

CG31013 | D.m.
CG31016 | D.m.

PH4alphaNE3 | D.m. | prolyl-4-hydroxylase-alpha NE3

PH4alphaNE2 | D.m. | prolyl-4-hydroxylase-alpha NE2

CG31524 | D.m.

CG18234 | D.m.

CG32199 | D.m.

CG11053 | D.m.

CG32201 | D.m.

CG18233 | D.m.

CG18231 | D.m.

CG15539 | D.m.

CG15864 | D.m.

CG9698 | D.m.

CG11828 | D.m.

CG4174 | D.m.

Y43F8B.4 | C.e. | Prolyl 4-hydroxylase subunit alpha-1 precursor homolog

phy-3 | C.e. | Proline HYdroxylase family member (phy-3)

C14E2.4 | C.e. | Hypothetical protein C14E2.4

ENSDARG00000060420 | D.r. | Ph4-Hom

Ph4 | M.m. | hypoxia-inducible factor prolyl 4-hydroxylase

PH4 | H.s. | hypoxia-inducible factor prolyl 4-hydroxylase isoform a

SINFRUG00000124506 | T.r. | PH4-Hom

GSTENG00011638001 | T.n. | Ph4-Hom

OGFOD2 | H.s.

Ogfod2 | M.m. | 2-oxoglutarate and iron-dependent oxygenase domain containing 2

GSTENG00034893001 | T.n. | Ogfod2-Hom

zgc:158437 | D.r. | PREDICTED: hypothetical protein LOC790923

Plod2 | M.m. | Procollagen lysine, 2-oxoglutarate 5-dioxygenase 2

PLOD2 | H.s. | procollagen-lysine, 2-oxoglutarate 5-dioxygenase 2 isoform b variant

Plod1 | M.m. | procollagen-lysine, 2-oxoglutarate 5-dioxygenase 1

PLOD1 | H.s. | lysyl hydroxylase precursor

SINFRUG00000141935 | T.r. | Plod2-Hom

GSTENG00023949001 | T.n. | Plod2-Hom

LOC10000257 | D.r. | Plod3-Hom

SINFRUG00000160482 | T.r. | Plod3-Hom

PLOD3 | H.s. | lysyl hydroxylase 3

Plod3 | M.m. | procollagen-lysine, 2-oxoglutarate 5-dioxygenase 3

CG6199 | D.m.

F52H3.1 | C.e.

LOC566697 | D.r. | PREDICTED: similar to leprecan-like 1 protein

SINFRUG00000125909 | T.r. | Lepre1-Hom

LEPREL1 | M.m. | leprecan-like 1 protein

LEPREL1 | H.s. | leprecan-like 1

Lepre1 | M.m.

LEPRE1 | H.s.

SINFRUG00000146986 | T.r. | LEPREL2-Hom

GSTENG00015313001 | T.n. | LEPREL2-Hom

LOC553311 | D.r. | LEPREL2-Hom

LEPREL2 | H.s. | leprecan-like 2

Leprel2 | M
.m

. | leprecan-like 2
Lepre1 | D.r.

GSTENG00021728001 | T.n.

ENSDARG00000006124 | D.r. | Prolyl 4-hydroxylase alpha subunit hom
olog

1110031I02Rik | M
.m

.

FLJ22222 | H.s. | hypothetical protein LOC79701 isoform
 1

O
G

FO
D1 | H.s. | KIAA1612 protein | 2-oxoglutarate and iron-dependent oxygenase dom

ain containing
O

gfod1 | M
.m

.

O
gfod1 | D.r. | 2-oxoglutarate and iron-dependent oxygenase dom

ain containing 1

G
STENG

00017690001 | T.n. | O
gfod1-Hom

C17G
10.1 | C.e. | O

G
FO

D1-Hom
CG

31120 | D.m
.

EG
L-9 | C.e. | egl-9|Hypothetical protein F22E12.4a

EG
LN1 | H.s. | egl nine hom

olog 1, sim
ilar to Caenorhabditis elegans Egl-9

Egln1 | M
.m

. | Egl nine hom
olog 1 (Hypoxia-inducible factor prolyl hydroxylase 2

Zgc:92314 | D.r.
Egln1 | T.r. |  egg laying nine 1 protein

EG
LN

2 | H
.s. | EG

L nine (C
.elegans) hom

olog 2
Egln2 | M

.m
. | EG

L nine hom
olog 2 (C

. elegans)
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.r. | PR
ED

IC
TED

: sim
ilar to EG

LN
2 protein
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3 | H
.s.

Egln3 | M
.m

.
Egln3 | D

.r. | Egl nine hom
olog 3 (C

. elegans)
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.n. | J

mjd3-Hom
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jd3 | M

.m. | J
umonji d

omain co
ntaining 3

JM
JD

3 | H
.s. 

| ju
monji d

omain co
ntaining 3

Jm
jd3 | D

.r. |
 LOC556678|PREDICTED: si

milar to
 jumonji d

omain co
ntaining 3

D2021.1 | C
.e.

F23D12.5 | C
.e.

C29F7.6 | C
.e.

F18E9.5 | C
.e. | T

emporarily assigned gene name protein 279

FLJ37953 | H
.s.

1110034B05Rik | M
.m.

FLJ37953-homolog | T.n.

zgc:154110 | D.r. | 
hypothetical protein LOC557725

HIF1AN | H.s. | F
actor Inhibiting Hif (F

ih1)

Hif1an | M.m. | hypoxia-inducible factor 1, alpha subunit inhibitor

Hif1an | D.r. | H
ypoxia-inducible factor 1, alpha subunit inhibitor

Hif1an-Hom | T.n. | Hif1an-Hom

HSPBAP1-homolog | T.n.

HSPBAP1 | H.s. | Hspb associated protein 1

Hspbap1 | M.m. | Hspb associated protein 1

zgc:100975 | D.r. | H
SPBAP1-homolog

CG12879 | D.m.

CG10133 | D.m. | GH14974p [Drosophila melanogaster], Pla2g4b-hom

Pla2g4b-homolog | T.n.

zgc:110265 | D.r. | hypothetical protein LOC550278, Pla2g4b-hom

Pla2g4b | M.m. | phospholipase A2, group IVB

PLA2G4B | H.s. | phospholipase A2, group IVB

Jmjd5 | M.m. | Jumonji domain containing 5

JMJD5 | H.s. | Jumonji domain containing 5

C06H2.3 | C.e.

CG13902 | D.m.

Jmjd5-homolog | T.n.

zgc:153974 | D.r. | Jmjd4-Hom

Jmjd4 | H.s. | jumonji domain containing 4
Jmjd4 | M.m. | jumonji domain containing 4
CG7200 | D.m.
Jmj1 | S.p. | SPAC25H1.02

GSTENG00012351001 | T.n. | Jmjd6-Homjmjd6 | D.r. | jumonji domain containing 6JMJD6 | H.s. | Jumonji domain containing 6
Jmjd6 | M.m. | jumonji domain containing 6
CG5383 | D.m. | PSR-RAF29B9.4 | C.e. | PSR, Phosphatidylserine receptor family protein 1

2610003J06Rik  | M.m.JFP6 | H.s. |  similar to C. Elegans protein F17C8.5

C27F2.9 | C.e.ENSDARG00000028808 | D.r.

Fbxl10-homolog | T.n.
FBXL10 | H.s. | F-box and leucine-rich repeat protein 10 isoform a

Fbxl10 | M.m. | F-box and leucine-rich repeat protein 10 isoform 3

FBXL11 | H.s. | F-box and leucine-rich repeat protein 11

FBXL11 | M.m. | F-box and leucine-rich repeat protein 11

LOC571878 | D.r. | FBXL11-hom

FBXL11-homolog | T.n.

FBXL11-homolog | T.n.

CG11033 | D.m.
T26A5.5 | C.e. | Hypothetical protein T26A5.5a

KIAA1718 | H.s. | KIAA1718 protein

A630082K20Rik | M.m. | Protein KIAA1718

ENSDARG00000018559 | D.r. | KIAA1718-homolog

si:dkey-105o6.2 | D.r. | novel protein (sb:cb414), KIAA1718-homolog

KIAA1718-homolog | T.n.

SINFRUG00000152217 | T.r. | PHF8-hom

PHF8 | H.s. | PHD finger protein 8

Phf8 | M.m. | PHD finger protein 8

Phf2 | M.m. | PHD finger protein 2

PHF2 | H.s. | PHD finger protein 2

phf2 | D.r. | PREDICTED: PHD finger protein 2 isoform 2

PHF2-homolog | T.n.

Epe1 | S.p. | SPCC622.16c

Jhd1 | S.c. | Jhd1p

F29B9.2 | C.e. | FBXL19-Hom

F43G6.6 | C.e. | Hypothetical protein F43G6.6, spt3

2410016O06Rik | M.m. | N066

NO66 | H.s.
Mina | M.m.

MINA  | H.s. |  MYC induced nuclear antigen isoform a

CG2982 | D.m.

SPCC622.19 | S.p.

SINFRUG00000154744 | T.r.

JMJD1B | H.s. | KIAA1082 protein

Jmjd1b | M.m. | JmjC domain-containing histone demethylation protein 2B

JMJD1A | H.s. | jumonji domain containing 1A

Jmjd1a | M.m. | jumonji domain containing 1A

CG8165 | D.m.

JMJD1c | H.s.

Jmjd1c | M.m. | similar to jumonji domain containing 1C

LOC57158 | D.r.   | PREDICTED: similar to Probable Jumonji domain-containing protein

HR | H.s. |  hairless protein isoform a

Hr | M
.m

. |  Hairless

CG33099 | D.m
.

CG33093 | D.m
. | PcbC

CG5346 | D.m
. | PcbC

SPCC1494.01 | S.p. | Isopenicillin N synthase and related dioxygenases

SINFRUG
00000160339 | T.r. | Hom

olog to Tetraodon nigrociridis G
STENG

00017049001

Phyh-hom
olog | T.n.

SINFRUP00000128555 | T.r.

zgc:101639 | D.r. | Phyh-hom
olog

PHYHD1 | H.s. | phytanoyl-CoA dioxygenase dom
ain containing 1

Phyhd1 | M
.m

. | phytanoyl-CoA dioxygenase dom
ain containing 1

PHYHD1 | H.s. | PHYHD1-Hom

Y105C5B.9 | C.e. | Phyh-hom
olog

CG
14688 | D.m

. | Phyh-hom
olog

zgc:110203 | D.r. | PhyH-Hom

Phyh-hom
olog | T.r. | SIN

FR
U

G
00000154714

Phyh-hom
olog | T.n.

Phyh | M
.m

. | Phytanoyl-C
oA hydroxylase

PH
YH

 | H
.s. | phytanoyl-C

oA 2-hydroxylase

ZK550.5 | C
.e.

ZK550.6 | C
.e.

TPA1 | S.c. | m
RNA binding protein, interacts with Sup45p (eRF1)

SPBC6B1.08c | S.p. | TPA1 hom
olog

Jmjd2

Jarid 1 | Jarid 2 | Jmj2 | Jhd2 | Lid2 | Msc1 | Ecm5

UTX | UTY | Jmjd3

1110034B05Rik

Hif1an

HSBAP1

Pla2g4b

Jmjd5

Jmjd4

JFP6

FBXL10 | FBXL11

Phf2 | Phf8

Jhd1

NO66 | Mina

Jmjd1 | Hairless

PhyH

AlkB

P4H | Phy-3

Ogfod2

Plod1 | Plod 2 | Plod3

Lepre1 | Leprel1 | Leprel2

1110031I02Rik

Ogfod1 | Tpa1

Egln1 | Egln2 | Egln3 | Egl-9 | Hph 

Jmjd6


