
EF1103
LLX_YibG
LLX_YsjA
BL_YvbW
BS_YvbW
GK1694
BS_YdgF
BS_AapA
BS_YtnA
BS_YbxG
BS_GabP
BS_RocC
BS_RocE
BS_YbgF
BS_HutM

BS_YecA
BS_YfnA
BS_YhdG

BT9727_4728
BCE_5157
GBAA5261
BL03743
BS_YkbA
LEUM_1855
lp_0888
LJ0016
LBA1086
EF2047
SAV1437
BS_YvsH

BS_YbeC
BS_YveA

APC-family

MFS-family BCE_2682
GBAA2649
BT9727_2432
BH0807 *
ABC1998 *

OIH:GI_23097816
ABC0956

BCE_1738
GBAA1650
BT9727_1505

BCE_2246
GBAA2216
BT9727_2000

GBAA1448
BT9727_1311
BCE_1923
GBAA1835
BT9727_1682
BH0217
BS_yocR
BL_yocR

ABC1273
BL02888
BS_yhdH

leu

trp
BCE_1552

phe

[802]

[944]

[893]

[1000]

[893]

[1000]

[1000]

[969]

NSS-family

lys

thr

leu

LIVCS-family

Paeruginosa_BraZ
SY_BrnQ

CPF_0050
CTC_00787
CTC_02192
CPF_0613
SAG1556
SP0626
STU1357

SAV1407
SE1090
SSP1343
SH1502

Cglutamicum_BrnQ
SAV0306
SSP2299
SAG1636
SPy_0274

LEUM_1440
lp_3466_BrnQ3
LBA1036
LJ1137
LJ0052

lp_0399_BrnQ1
LBA1222_fused_LBA1224

lp_2213_BrnQ2
EF0243
LLX_BrnQ
SAV0186
SE0217
SH0145
LDB_BrnQ

OIH_GI_23097876
ABC4000
BL_BraB
BS_BraB

BCE_0759
BT9727_0600
GBAA0690

CAC1610
CTC_01868
CPF_0392
BCE_1565
BT9727_1324
GBAA1459
BCE_0894
GBAA0802
BT9727_0713
BCE_2133
BT9727_1878
GBAA2063
GBAA4790
BCE_4673
BT9727_4283

BT9727_1751
BCE_1994
BS_BrnQ
GBAA3142
BT9727_2898

[1000]

[1000] leu

only ile tested

Km ile/val 12 muM;  leu 150 muM

ile
[1000]

val

[906]
ile, leu, val

[829] ile

thr


