catalytic residues: yellgy
H124, D91, D94: green!

PP1 catalytic domain (~40 residues)
L1 CD 2 L2 CD 3
~90 5 19 ~200
N— | RG
84% identity 100% 100% identity
(100% similarity) identity
CD1 CD2 CD3

PP1_Yy(HS) LFEYGGFPP-ESNYLFLGDYVDRGKQSLETICLLLAYKIKYPENFFL CASINRI

PP1_1l0/(HS) ------ FPP-ESNYLFLGDYVDRGKQSLETICLLLAYKIKYPENFFL CASINRI

PP1_20/(HS) LFEYGGFPP-ESNYLFLGDYVDRGKQSLETICLLLAYKIKYPENFFL CASINRI

PP1_30/(HS) LFEYGGFPP-ESNYLFLGDYVDRGKQSLETICLLLAYKIKYPENFFL CASINRI

\-PPase KLDTIGFDNKKDLLISVGDLVDRGAENVECLELITFP------ OMMIDGL
<|erc7 LFEYGGFPP-ESNYLFLGDYVDRGKQSLETICLLLAYKIKYPENFFIL CASINRI
8 |ppz1 LFTKCGFPP-SSNYLFLGDYVDRGKQSLETILLLFCYKIKYPENFFLL CANVTRV
2 |ppz2 LFTKCGFPP-MANYLFLGDYVDRGKQSLETILLLLCYKIKYPENFFLL CANVTRV
Q|saLe ILKLSGVPS-DTNYLFLGDYVDRGKNSLETILLLLCYKIKYKDNFFML SANVTKM
8 [pPH21 LFKIGGPCP-DTNYLFMGDYVDRGYYSVETVSYLVAMKVRYPHRITIL SRQITQV
V) [PPH22 LFKIGGPCP-DTNYLFMGDYVDRGYYSVETVSYLVAMKVRYPHRITIL SRQITQV
» |PPH1 LFRTAGGFPDDINYIFLGDYVDRGYYSLETFTLLMCLKVKYPAKITL SRQITQV
% PPH3 LFEKSGGVE-KTRYIFLGDFVDRGFYSLESFLLLLCYKLRYPDRITLI TRQITKV
o [PPG1 IFQIGGPVP-DTNYLFLGDYVDRGLYSVETIMLLIVLKLRYPSRIHLL SRQITQS
& PPT1 LFRKFGKVGPKHTYLFNGDFVDRGSWSCEVALLFYCLKILHPNNFFL SDNMNKI
a ([CNAl LFEVGGDPA-EIDYLFLGDYVDRGAFSFECLIYLYSLKLNNLGRFWML CKHLTSY
% |cna2 LFEVGGDPA-TTSYLFLGDYVDRGSFSFECLIYLYSLKLNFNDHFWLL CKHLTSY

*f o kfekk * - Lo kkkxk
For GLCA— D91 D94 E101 H124

PP1: blue
Glc7:pink
(threaded)



