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a)

Yeast - Equivalent Mispairs
Median Intensity Difference vs. Mispair Orientation

G=A AG CA AC GT TG cT T G=6 A=A C=C T=T
Mispair (array-bound probe is listed first)
C) Yeast - Equivalent Mispairs - (Top 10% of spots by PM intensity)
Median Intensity Difference vs. Mispair Orientation
G=A AG CA AC G=T TG cT T G=6 A=A C=C T=T
Mispair (array-bound probe is listed first)
) Yeast - GC Skew
Median Intensity Difference vs. AGC
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|GC skew| of equivalent mispairs
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b)

Human - Equivalent Mispairs
Median Intensity Difference vs. Mispair Orientation

G=A AG CA AC G=T TG cT T G=6 A=A C=C T=T
Mispair (array-bound probe is listed first)
d ) Human - Equivalent Mispairs - (Top 10% of spots by PM intensity)
Median Intensity Difference vs. Mispair Orientation
G=A AG CA AC G=T TG cT T G=6 A=A C=C T=T
Mispair (array-bound probe is listed first)
) Human- GC Skew
Median Intensity Difference vs. AGC
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Intensity as a function of longest homopolymer nucleotide run
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