a)

Ali
TRGJ3(107201_115947) (+)
1-8747

Criteria: 70%, 100 bp
Regions: 11

TRGJS

nment 1
G.J3

A\T\%{lmenl 2
G4
'1I'FIG.J4 (136701_145807) (+)

Criteria: 70%, 100 bp
Regions: 18

Ali
TAGH1(10401_18840) (+)

Criteria: 70%, 100 bp
Regions: 19

nment 3

Alignment 4
TRGJ2
TRGJ2(38901_47879) (+)
1-8979

Criteria: 70%, 100 bp
Regions: 17

Alignment 5
TRGJ6
TRGJ6(68401_76429) (+)
1-8029

Criteria: 70%, 100 bp
Regions: 8

X-axis: TRGJS

Resolution: 7
‘Window size: 100 bp

b) TRGJ3

Aq%nmenﬂ
TRGJ5(35401_45351) (+)
1-9951
Criteria: 70%, 100 bp
Regions: 11

Al
TRGJ4{136701_145807) (+)
1-9107

Criteria: 70%, 100 bp
Regions: 16

nment 2

A[iﬁg__pme nt3

GJ1
TRGJ1(10401_18840) (+)
1-8440

Criteria: 70%, 100 bp
Regions: 15

Alignment 4
TRGJ2
TAGI2(38901_47879) (+)
1-8979

Criteria: 70%, 100 bp
Regions: 18

Alignment 5
TRGJE
TRGIE(58401_76423) (1)

Criteria: 70%, 100 bp
Regions: 10

X-axis: TRGJ3

Resolution: 7
Window size: 100 bp

¢ TRGJ4

Allw%?mem 1

GJ5
TRGJ5(35401_45351) (+)
1-9951

Criteria: 70%, 100 bp
Regions: 17

A\T\%?mem 2
GJ3
_ +
TRGJ3(107201_115947
35-874]

Criteria: 70%, 100 bp
Regions: 17

A\T\%?mem 3

GJ1
TRGJ1(10401_18840) (+
65«84&6 - H

Criteria: 70%, 100 bp
Regions: 19

Alignment 4
TRGJ2
THGJ2§38901 _47879) (+)
59-897"

Criteria: 70%, 100 bp
Regions: 22

Alignment 5
TRGJE
TRGJ6(68401_76429) (+)
1-8029

Criteria: 70%, 100 bp
Regions: 13

X-axis: TRGJ4
Resolution: 7
Window size: 100 bp
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