
 
Consensus   ---------HN--R----------------m-----Wd--la--A---a--C---h----------------GeNl------------------- 
SmVAL3      EEVQLILQVHNEHRAYRNLCGEKGIVPAEEILQPLEWDDELAAAAQRWSKKCNPFEEEPIGNVGK--WN-SVGRNSVI----------QSELAEA 82 
SmVAL23     EEVQLILQVHNEHRAYRNLCDKKDIVPAEEILQPLEWDDELAAAAQRWSKKCNPFEEEPIGNVGK--WN-SVGRNSVI----------QSELAEA 82 
SmVAL24     QEAQLMLRVHNEHRAYRKLCGEEDIVPAEEILQPLEWDDKLAAAAQSWSEKCNPFDEEPIGNVGK--WD-SVGRNSAI----------HSELAEA 82 
SmVAL25     QEAQLMLRVHNEHRAYRKLCGEEDIVPAEEILQPLKWDDELAAAAQSWSVKCNPFDEEPIGNVGK--WD-SVGRNSAI----------QSELAEA 82 
SmVAL20     HEGRTLFNKHTDYRRLLLKCKVPEQPRPFYSEGELSWDDELEELAGRQASVCNLSSEYKKTEIEKE-YRGQIGINTAD----------NSDVINA 84 
SmVAL10     STKELIFNFHNKIREDVFKGVLSGQPKAKKMS-KLKWNKLLAKLAKGHVQKCILDSGDLGKLYVGK-FD-SVGQTVAE----------HTSIQNI 82 
SmVAL18     KEVREVFQLHKYYRNSIRFCQMPKQPPAKYMS-KLQWNKHLAEKAQLTASRCDYSYDSPSDMRFEE-FS-SVAQNIAD----------SPTIEKA 82 
SmVAL4      EGQRAIYNFHKKVRKDVKNCRIPGQPPAKNLT-KLKWNKLLANKAKQQAKRCKYDSNDPNDFIIGD-FE-SIGQNLAD----------YPTIEGA 82 
SmVAL7      TQNSELLALHNAYRRNIKYGNVRDQPQAMSML-KLTWSHKLAEMAQEWALQCVPRRSNMTMRKGSK-WT-YVGQSIAF----------VPKVRQA 82 
SmVAL19     QKLETIHRLHTYYRNSILLCKVPTQPPAEDME-VLRWNDILANNAQQVANKCDLNFDLVNDKLLEH-FE-SIGQNVAE----------SDTIKNA 82 
SmVAL12     KDQDYLLKAHNRIRQYARSCNITGQPQAKRIL-NLVWDDQLALKATELSKTCNFRFSNVTTYK----FK-DVGQNIAG----------YANVQTA 79 
SmVAL2      KNSEELLELHRKYRQDLVDCKVDGQPPAKYMS-PLKWNHDLARQAQSLAINCTLQHDKRYSKQ----FI-WVGQNIAL----------HPTIKSG 79 
SmVAL1      AKSEELLNLHRKYRQDLVDCKVDGQPPAKYMS-PLKWNHDLARQAQSLANKCILRHDKRHSNQ----FS-WVGQNIAL----------HPTIKSG 79 
SmVAL21     KNSRELLELHRKYRQDLVDCKVDGQPPAKYMS-PLKWNHDLARQAQSLANKCILRHDKRHSNQ----FS-WVGQNIAL----------HPTINSG 79 
SmVAL14     KNSRKLLALHRKYRQDLVDCKVNGQPPAEYMS-KLKWNYDLAQQAQSLASYCILRQGKPRSKK----FT-WVGQNIAF----------FSTINSA 79 
SmVAL22     KNSRKLLVLHRRFRQDLVDCKVNGQPPAKYMS-KLKWNYDLAQQAQSLANYCILRQGKPHSKK----FI-LVGQNMAF----------ASTIKSA 79 
SmVAL8      AQLRKLLQYHNELRRNLTACKLEGQPPAKNLL-DLKWDNELASKAKDLANECYFHHNDVD---LPEKWQ-YIGQNIAG----------YQTIEQA 80 
SmVAL9      TIREQLLTMHNVVRELAKFGLIPRQPEAVHMK-LLKWNMELERKAQNLSDQCKSEHDEIEQRRIPE-FQ-NVGQTWVG----------TYTVERA 82 
SmVAL5      ATREKLLKLHNNARVSVMHGRLEGQPIAKSIK-PLKWNMELEKKAQMLADTCYFGPDSAIERKVPG-FT-NVGQNWAG----------ASTVDIG 82 
SmVAL15     ATREKLLKLHNNARISVMHGQLEGQPIATSIK-PLKWNMELEKKAQMLADTCYFGPDSAIERKVPG-FT-NVGQNWAG----------ASTVEIG 82 
SmVAL27     TMRNELLTLHNKARQSVRNGQLFGQPRAVSIK-PLQWNVELERKAQNLSDRCQVGHDTNADRKIPK-FQ-YVGQNWAG----------AKDIKTG 82 
SmVAL26     AMRNELLTLHNEARQAVRNGQLFGQPIAVSIK-PLKWNVELERKAQILSDQCRVGHDTNADRQIPE-FQ-YVGQNWAG----------ATDIKTG 82 
SmVAL28     AMRNELLTLHNEARQAVRNGQLFGQPIAVSIK-PLKWNVELERKAQILSDQCRVGHDTNADRQIPE-FQ-YVGQNWAG----------ATDIKTG 82 
 
SmVAL11_2nd ESIHSVVQLHNQYRS------QHGSN-------PLVLDQNLSNMAQQWADHLLQQSHLSNSGYVYRGMK--VGENLGSRWSNGPM---ELNCKDL 77 
SmVAL11_1st DFREDCFRAHNEKRL------LHGVC-------ALRHSLALDKTAQDWAE-ALLSEDGIKNSPLSS-RG-EVGESISVRTSTGTHV--DMQGHEV 77 
SmVAL6      RFNDQAIREHNRLRS------LHGCP-------ELQLDEDLMISAQKWAENLAAAEKLYHSN-----YN-DYGENLAFKMSASPC---QITGEEV 73 
SmVAL13     QLNHDALNEHNRLRA------LHGCP-------PLKYDRRLAREAQAWAENLARLKIMEHSICDEY------GENLASAQSTGKA---EMTGARA 73 
SmVAL17     EFNEECINEHNRLRA------LHGCP-------ALILNYELAKDAQKYAEHLASVNELEHCTDTDS------GENLAFFTTTAIAQKKDFTGADA 76 
SmVAL16     KLNKEAIQAHNELRA------LHGCP-------EISYDSKLASDSQKWAEHLASINCLQHSKGDDY------GENLAFQMSTAGA---SLNGREA 73 
 
 
 
 
Consensus   ---W--E---y-------------gHyTQ-vW------GCa-------c------------vC-Y-p-gn--- 
SmVAL3      VAYWMEESNIYKHNTDFCSSTFGCNSYKQIVQAETAYVGCGFT----RCR-QYEYPSSMLIACYYSPKVKS-- 148 
SmVAL23     VAYWMEESNIYKHNTDFCSSTFGCNSYKQIVQAETAYVGCGFT----RCR-QYEYPSSMLIACYYSPKVKS-- 148 
SmVAL24     VAYWMKESNYYDHNSDLCEPSHHCNTYKQIVEAQTAYVGCGYT----RCE-EYEYPSNMLIACYYSPKVMS-- 148 
SmVAL25     VAYWMKESNYYDHNSDLCEPSHHCNTYKQIVQAETAYVGCGYT----RCE-EYEYPSNMLVACYYSPKMMS-- 148 
SmVAL20     VESWFNEYQLYDFTNNKCEVPEDCLHYKRIVWDKAEFIGCSVG----HCNTHTEVKSGQIIVCYYSPMGDVKT 153 
SmVAL10     LDTWLEEKNDYDLDKNTCE-NE-CGNYKQLVWANTTDIGCASN----KCG------NRYMVVCNYAPGADDE- 142 
SmVAL18     VASWFIEYKNYSFDDNTCK-DT-CMQYKQMVKGEETEIGCGVQ----KCS------NRFLVVCNYSPAAEED- 142 
SmVAL4      MKDWLEEYKNYNFEKNQCN-GD-CKNYKQMVWNTTEEIGCGYE----KCG------KNYLIVCNYAPGDSED- 142 
SmVAL7      ASVWFEQHKNYNFENNTCEANKTCADYKQLAFADTTHIGCGYA----MCF-NLTGLDKVFVVCNYGPGGKYAN 150 
SmVAL19     MENWFREYHNYNYETDKCN-GS-CSNYRQMVWAKTKHIGCGLN----KCK-----KRKLMIVCNYSPSADDKG 144 
SmVAL12     MDEWVNEYQYYDFDSNTCNSKS-CGNYLQIVWQKTTHIGCGVT----DCRKSPQFPYGVFVVCNYAPGAKFD- 146 
SmVAL2      VDAWFNEHKLYNYNTNNCP--Q-CLHYTQMAWAKTTDIGCGVA----NCP-----RYGLSIVCNYGPGGNFNN 140 
SmVAL1      VDAWFNEHKLYNYNTNNCP--Q-CLHYTQMAWAKTTDIGCGVA----NCP-----RYGLSIVCNYGPGGNWNN 140 
SmVAL21     VDAWFNEHKLYNYNMNNCP--Q-CLHYTQMAWAKTTDIGCGVA----NCP-----RYGLSIVCNYGPGGNWNN 140 
SmVAL14     VDAWFNEHKLYNYSVNNCP--K-CVHYKQMVWAKTTDIGCGVA----NCQ-----RYGLSVVCYYGPGGNWIN 140 
SmVAL22     VDAWFNEHKLYNFSVNNCP--Q-CLHYTQMVWAKTTDIGCGVA----NCS-----MYGLSIVCNYGPGGNWIN 140 
SmVAL8      FDAWKDEYKQYNYYSKSCS-GV-CGHYTQLVWQNTTHVGCGIT----NCTGSYSFPYGLSVVCNYGPGGNYEG 147 
SmVAL9      VKLWFSEAMYYNFNTNICSSAT-CGNYPQLVWENTTDVGCGVT----DCP---NFRTKLVIVCNYGPGGNIPE 147 
SmVAL5      FQRWLNEYKNYDFFNRLCLVGR-CIHYTQIVWENTTDIGCGVA----TCP---HSPFKLSIVCNYGPGGGCPR 147 
SmVAL15     FQRWLNEYKNYDFFNRLCLVGR-CSHYTQIVWENTTDIGCGVA----TCP---HSPFKLSIVCNYGPGGGCPR 147 
SmVAL27     FQSWLDEYKNYDFYTRTCRMGQ-CGHYTQLVWEDTTDVGCGVT----KCP---NFPYGLSIVCNYGPGGNYAG 147  
SmVAL26     FQLWLDEYNNYDFYTRTCRMGQ-CGHYTQLVWEDTTDVGCGVT----DCP---NFPYGLSIVCNYGPGGNYPG 147 
SmVAL28     FQLWLDEYKNYDFYTRTCRMGQ-CGHYTQLVWEDTTDVGCGVT----DCP---NFPYGLSIVCNYGPGGNYPG 147 
 
SmVAL11_2nd IEHWYQESGKYKFNSEPDSIQG-IGNFTQIVWTSSERIGVGIAIQSYKSGEDLHKDSKMILVCLYHPPGNVIS 149 
SmVAL11_1st VNTWHSDAENYNYENGKGP----AGNFTQLVWSSTREVGFGKA-----CG-----PGKCVVVAHYRPPGNVLG 136 
SmVAL6      SQTWYSEIDYHDFTQSYHP--N-SRHFTQMIWKSTTRAGFGLA----FSQ----DQTKAYVVGRYLPVGNKGD 135 
SmVAL13     TRNWYDEIHYHNFNKQFQS--Q-SGHFTQLIWKNTSKAGFGIQ----HSV----DGHHVFIVGRYEPPGNVNG 135 
SmVAL17     TKTWYQEIEDYDFKRENQF--P-CGHFTQVVWKSTITAGFGRA----WSK----DRHSIYVVGRYDPPGNFSD 138 
SmVAL16     TRNWYDEIIQHDFNGQNQP--G-TGHFTQVIWKSTIKAGFGSA----LSK----DGKKVYVVGRYKPAGNIID 135 
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