
 
 
promoter2       GAGGCGTGGTGAGCAGCAAACCCTCCCCGCAGCCCTCCTCTCTGCTCAC--ACTCCCTAT -27 
promoter3       AGGGCTGGGGGGACAGCA---------CACAGCCCTCCTCTCTGCTCAC--ACTCCCTAT -27 
promoter1       CATGCCTCCCTAGCATCCTCCGCTCAGCAGGGGAACGCTCTATAAATACTGGCAGCCACA -27 
 
promoter2       AAGTAGCAGGACGCCAGCGCTGCCCCTCAGCAGCACC-CAGCTCCTCTC-CTGCAGCTCT +34 
promoter3       AAGTAGCAGGATGCCAGCGCTGCCCCTCAGCAGCACC-CAGCTCCTCTC-CTGCAGCTCT +34 
promoter1       GCTTCACTCCGTACCACCTCTTCCCACTGAGGCCTCTGCAGCTCCTCTCTCTCCAGCC—  +32 
                •Putative transcription start site 
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