A)

promoter2 G GTEGTEAG ALYXeleleafeleleCeCAGCCCTCCTCTCTGCTCAC--ACTCCC] -27
promoter3 AGEll® TGEGGEG /\ CIACAGCCCTCCTCTCTGCTCAC--ACTCCC -27
promoteril CAT{®CTCCCTAG®AT@®CTCCGCTCAGEAGGEGAACGH® A AAATINGTGGEAGE®ACA -27
promoter2 GTAGCAGGACGCCAGCGCTGCCCCTCAGCAGCACC-CAGCTCCTCTC-CTGCAGCTCTHRREL!
promoter3 GTAGCAGGATGCCAGCGCTGCCCCTCAGCAGCACC-CAGCTCCTCTC-CTGCAGCTCTHRRE!
promoterl GCTCA®TCCGT EcpcThCcCCaIgNEee CICIIECAGCTCCTCTCIICTECAGC ORI
ePutative transcription start site
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