Additional file 6: Microarray data is positively correlated with
previously published data.
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Supplementary Table 3: Array correlation coefficients Supplementary Table 4: Array correlation coefficients
between each time point for Amit et al replicates (R) between each time point for Amit et al replicates (R)
and experiments 1 and 2 from this study (E) for all and experiments 1 and 2 from this study (E) for the
18,858 probe sets reported by Amit et al. 1,641 genes found in the 2-fold filtered data set.
R1vsEl R1vsE2 R2vsEl R2vsE2 R1vsEl R1vsE2 R2vsEl R2vsE2

1hr 0.08 0.04 0.08 0.01 1hr 0.27 0.27 0.28 0.21

3-4 hrs 0.38 0.31 0.38 0.30 3-4 hrs 0.78 0.74 0.76 0.72

6 hrs 0.53 0.44 0.53 0.44 6 hrs 0.86 0.82 0.86 0.82

12 hrs 0.58 0.50 0.58 0.52 12 hrs 0.86 0.83 0.87 0.84

24 hrs 0.48 0.41 0.49 0.41 24 hrs 0.83 0.81 0.83 0.81




