Additional file 9 - Biological validation in tonsils on the U133 array
Figure 1 
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BCL6 is the master regulator of the GC reaction [1] and were significantly up-regulated in CB and CC compared to the other B-cell subsets.
MKI67 is a proliferation marker and were significantly up-regulated in CB compared to CC as expected [2,3]. 
AICDA involved in somatic hypermutation (SHM) and isotype class switch recombination (CSR) in GC B-cells [4] were significantly up-regulated in CB and CC compared to the other B-cell subsets. In addition, AICDA were significantly higher expressed in CB compared to CC.
BACH2 required for SHM and CSR [1] were significantly up-regulated in CB and CC compared to the other B-cell subsets. In addition, BACH2 were significantly higher expressed in CB compared to CC.
CXCR4 used to discriminate between CB and CC in the FACS purification step was significantly higher expressed in CB. 
PAX5, which is essential for early commitment to the B-cell lineage and maintained in all B-cell subsets, except in PB/PC [5], was significantly up-regulated in the four B-cell subsets compared to the PB.
The TFs PRDM1 and XBP1, which promote and facilitate PC differentiation [6], were significantly up-regulated in PC.      
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