mitw:Rv0114 gmhB D—alpha be
mtu:Rv0080 hypothetical pro
mtuw:Rv0087 hycE formate hy
mtu:Rv0088 hypothetical pro
mtuw:Rv0098 hypothetical pro
mitu:Rv07129c fbpC secreted
miu:Rv07120c fusA2 fusA el
mitu:Rv0117 oxyS oxidative
mtu:Rv0123 hypothetical pro
mtu:Rv0122 hypothetical pro
miu:Rv07126 treS tirehalose
mtu:Rv00917 min bifunctiona
mitu:Rv0113 gmhA phosphohep
miuw:Rv07137¢c msrA methionin
miw:Rv0711 transmembrane ac
mitu.Rv0092 ctpAd cation tra
mtu.Rv0103c ctpB cation—tr
mtu.Rv0085 hycP hydrogenas
mtu:Rv0082 oxidoreductase
mtuw:Rv07184 ephF epoxide hy
mtuw:Rv07100 hypothetical pro
mtuw:Rv0086 hycQ hydrogenas
mtuw:Rv0090 hypothetical pro
mtu:Rv0089 methyltransferas
mitu:Rv07106 hypothetical pro
miu:Rv07115 hddA D-alpha—D—
mitu:Rv071871c fadE1 acyl—CoA
mtu:Rv0081 transcriptional
mtu:Rv0095¢c hypothetical pr
mtu:Rv0136 cyp?38 cytochro

miu:Rv0083 oxidoreductase

mtu:Rv0105¢c romB 50S ribos
mtu:Rv0104 hypothetical pro
mtu.Rv0108c hypothetical pr
mtu.Rv0093c hypothetical pr
mituw:Rv071380 hypothetical pro
mitwRv07112 gca GDP—mannose
mtuw:Rv07107c ctpl cation—ir
mtuw:Rv0739 oxidoreductase
mtu:Rv07121c hypothetical pr
mtuwRv0127 hypothetical pro
mtu:Rv0718c oxcA putative
mitu:Rv0110 integral membran
mitu:Rv07133 acetyliransferas
mtu:Rv0182c fgd2 putative
mtu:Rv0116c hypothetical pr
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mtu:Rv0109 PE PGRS1 PE-PGR
mtu:Rv0124 PE PGRS2 PE-PGR
mitu:Rv0125 pepA serine pro
mtu:Rv0128 transmembrane pr
mtu:Rv0084 hycD formate hy
mtu:Rv0096 PPE1 PPE family
mtu.Rv0102 integral membran
miwRv07119 fadD7? acyl—CoA
miwRv0099 fadD10 acyl—CoA
mtuw:Rv07101 nrp peptide syn
mtuw:Rv071385¢c transcriptional
mtu:Rv0094c hypothetical pr
mtuw:Rv07138 hypothetical pro
mtuw:Rv07140 hypothetical pro

mitu:Rv0097 oxidoreductase




