
Additional File 8 

Oligonucleotide primer sequences used to determine mRNA accumulation of genes by 
quantitative Real-Time PCR 

 

Gene Primer Sequence 5´- 3´ 

ARG1 Forward 5´-TAGACTGTATAAGGGTAACGTC-3´ 
 Reverse 5´-AAGAAACCGGTCAACTCATCC-3´ 
ARG3 Forward 5´-GACTCTTTAAAGGCCTCCACC-3´ 
 Reverse 5´-GTTTGGATCAGCCACAGAGAC-3´ 
ARG7 Forward 5´-GCTGAAGCTTGTCGCTAATGG-3´ 
 Reverse 5´-CGGTTCCCAAGTCGACAGAC-3´ 
BTN2 Forward 5´-TTGTTATTGGCTGTGGAGTTGA-3´ 
 Reverse 5´-TTCGTTGATGCCACCTTCGG-3´ 
CGR1 Forward 5´-AGGATGAGAAGGAAGAAGCTC-3´ 
 Reverse 5´-ATCTTAGCAGCCAAACGTTCG-3´ 
DSE2 Forward 5´-CTGGTACCCTCTTCTAGCGT-3´ 
 Reverse 5´-AACGTAACAAGTGCCATCCGA-3´ 
ECM33 Forward 5´-CTTCTTCTAGTGGTGATGCCT-3´ 
 Reverse 5´-TAGTAAGCAACGCCAACAGCA-3´ 
NOP16 Forward 5´-AACTTTGATGCTGATGAGGATG-3´ 
 Reverse 5´-TTTCCAACCATTCTTCTTCCCT-3´ 
PIR1 Forward 5´-AACCATTATACCATCTCCAGCT-3´ 
 Reverse 5´-GCAACAATAGAACCAATTCTACC-3´ 
PIR2 Forward 5´-CAAGCTACTACTGCTACTTCC-3´ 
 Reverse 5´-GCAACAATAGAACCAATTCTACC-3´ 
PIR3 Forward 5´-CGCTAGTCAAGTAAGTGATGG-3´ 
 Reverse 5´-GCAACAATAGAACCAATTCTACC-3´ 
PIR4 Forward 5´-AGCTCCGAAAAGATCTCTTCC-3´ 
 Reverse 5´-GCAACAATAGAACCAATTCTACC-3´ 
SED1 Forward 5´-GCTTCTTCTCATTCCGTTGTC-3´ 
 Reverse 5´-AACACCAGCCAAACCTAAAGC-3´ 
SSD1 Forward 5´-CGTTGCTGTTTTGGACCGTAT-3´ 
 Reverse 5´-CTTCTTATCAGTAGGCTTGAAC-3´ 
ACT1 Forward 5´-CCAAACTACTTACAACTCCATC-3´ 
 Reverse 5´-TTTCTGGAGGAGCAATGATCTT-3´ 
ALG9 Forward 5´-CACGGATAGTGGCTTTGGTG-3´ 
 Reverse 5´-GGCAGCAGGAAAGAACTTGGG-3´ 
TAF10 Forward 5´-CAGGATCAGGTCTTCCGTAGC-3´ 
 Reverse 5´-GTAGTCTTCTCATTCTGTTGATG-3´ 
UBC6 Forward 5´-GATACTTGGAATCCTGGCTGG-3´ 
 Reverse 5´-GGGTCTTCTGTTTCATCACCTG-3´ 

 


