Figure S3
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M. thermophila
B
Mt Cyt c ---MNRLNLLVSGVAVLLLMAAGAYSSLGYAGNDQIASHYMTKGEWSDTVEGCERFDVYE
Ma Cyt c MV IMNRLNLLVSGVAVLLLLAAGAYSSLGYSGNDAIASHYMTKGEWSDSVEGCERFGVYE
- - E - B *k*k
Mt Cyt c NVNDSYHVQVDMNRWSPLTNFDLETSGEEEWVKEFGKYHPGGGPLAKYG 1G I DEMMEEEQ
Ma Cyt c NVNNSYHVQVNMSRWSPLTNFDLETSGEEEWVKKFGMYHPGGGPLAKYG I D 1 DEMMEIFEK
*x*k - E - * _ KhAAAAAAAAAAAAAAAAAXx - *h KAhkAAAAAAAAAAX _ E R -
Mt Cyt c YGLYDSEARAEK I EEGDYEDANSAAMVNSSFAARTNP IQFFVYNANLLTPYPLL I VFHDN
Ma Cyt c YGLYDFDARAEA I ANGDFANANSLAVANFSATAQSDPLHLFVYTANVLTPYPLL IVFHDA
E = :**** * :**: :*** *: _* * :*: - :*: - :***_**:************
Mt Cyt c VNGAPQESSEAEKE I TDVEPRAVSWGDEESYAESDVHAAKGVES TEEHTEGF 1 1 TSDH
Ma Cyt c VNGAP-- 1 SGAQREIR | DVETSAVMWADEEDFEESDAHAANGVESTEEHTEAF 1 1 TSDH
E *k*k - ** E _ ** * _ E - E _ E - E R e e _ L
Mt Cyt c QIGRGNTSDSPDLPESHYDGTMRSCDDAECHAG I SHGPFADSHMEFLASEASR I PKLPGG
Ma Cyt c QIGRGNTSGTPDLPDSHYDDTMRSCDDAECHAG I SHGPFADSHMEFLASEAGETPELPGG
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DLPGGKPLESFSWQNGEREDVYREADFQPALAWYNGTFGDVLPSVDTRNDTDVMLTPFNN

DLPGGNVLESFSWQNGEREDVYRDSDFQPALAWYNGNFGDVLPSVDTRNDTDVKVTPFNN

ITGTWWDAGTDPEVLANPNTSISTGDP IPVQYVKAADANGDGEVTVEEMQAYDADGDGEA
ITGTWWDAGTDPEVLANPNTSISTGDP IPVQYVKAADANGDGEVTVEEMQAYDADGDGEA
AEEAXEEAEAAEAEAIAEAAXTEAAXAAXAEAAXAAXAAXAAAXAAXAXAAXAAXAAAXAAAXAAXAXAAXAAAXAAAAAXAx*k
DYPNAVLRTVELYYQVVHS1VSSD1GLADPY T@KDEEGNEAV I DWAALGYEQDPGGESSA

DYPNAVLRTVELYYQVAHSIVSSD IGLADPY TEKDEEGNEAV I DWAALGYEQDPGGESSA

VKSTAVTYDRPKPVEVETEPAX

VKSITAVTYDKPRPVEVETEPAL

R o o S I U R

———————————— LSDVIKIDKLPEKAT IPMRQHDG IACAPLVKKGDEV IVGQKLGECEGS

MKRSLHSKEVANLSDV IKIDKLPEKAI 1PMRQHDG I ACAPLVKKGAEV IVGQKLGECEGS

DLAYVHSPFCGTVNSIGLMPNPSGKR ILSVVLTPSECEQTVDF IPEKNVPPSRLIEI IKE
DLAYVHSPFCGTVNSIELMPNPSGKRILSVVLTPSECAQTVDFVPEKDAPPSRLIEI IKE
AEXEAXEAAXAAXAAAXAAXAXN XEAIAXAAXAXAAXAAXAAAXAXAAXAkAd dhikk - *x*k - E R o
AGIVEYYEKPTYLALKPGKRIDTLLMNATFPLITHAYLSSLDKVLEGFKLMLEASGIPRG
AGIVEYYEKPTYLALKPGKRIDTLLMNATFPLITHAYLSSLDKVLEGFKLMLEASGISRG
AEXEAXEIEAAXEAAXEAXAEAAXEAXAEAAXTAAXAAXAAAXAAXAAXAXAAXAAAXAAAAAXAALAXAAA AKX h% _ *x
VI1VLRADDKES I KAFKNAKVDGKPLTVAP IVGMRHADYYLEDVEDQI 1VVAAGNITYTPT

VIVLRADDKES I KAFKNAKVDGKPLTVAP IVGMRHADYYLEDVEDQ I IVVAAGKITYTPT

MMNLLSANVMGRKLLLGHELPDVHVVVCGVKSAKAVYDAINEGKPYLESAVTVTGAVNNP
MMNLLSANVMGRKLPLGYEPPDVHVVVCGVKSAKAVYDAINEGKPYLESAVTVTGAVNNP
ROk o R **:* AEXEAXEIAAXAAXEAAXAXAXAAXAAXAXAAXAXAAXAAAXAAAXAAXAAAXAhx*k
KTVIVKFGTPIKDV IDACGGYKGEPGKV I INGSMGGVAVYTDEVPVVKNTVG IVVQTEAE

KTVIVKFGTPIKDV IEACGGYKGEPGKV IVNGSMGGVAVYTDEAPVVKNTVG I VVQTEAE
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VLRDEATVE I HEAREVDVEEMNLLPGR | AAMADQGMFDRCKDYFALNE I EBGEBAVVERA

VLRDEATVE I HEAREVDVEEMNLLPGR I AAMADMGMFDRCREY FALNE I EEGEBAVVERA

KKHLVQL IRYSKLQIMNQKNETVEATX

KRHLVQL IRYSKLQIMNQKNETVEATE

* -

MTSFTVSPPPHRKKKIFIKNLIWSRIFALLP ISAAAVYFFGFAALGNLIASILGAVGIEF

MTSFTVSPPPHIKKKIFIKNLIWSRIVALLPISAAAVYFFGFAALGNI TASILGAVGIEF

VIQKAFNKKLTILDGNATYLGLLLALISPPTLPAWMIFIGGAFAVGVGKHAFGGIGSYIF
VIQKAFNKKLTIMDGNATYLGLLLALICPPTLPAWMIFIGGAFAVGVGKHAFGGIGSYTF
RS - EE ke _ AEXEAXAIAXAAXAAAXAAIAXAAAAAXAAXAXAXAiddx *
HPSLAAWVFLSLAWAQDMLPGT IPILSSFSDLILENGAGFLTDVSPILVLLAGVILILVK
HPSLAAWVFLSLAWAQDMLPGT IPILSSFSDLILENGAGFLTDVSPILVLLAGVILILVK
AEEAXEEEAAEAEAIAEXAXTEAAXAAXAAXAAXAXAAAXAAXAXAAXAAXAXAAXAAAXAAXAXAAXAALAXAALAAAXAX*X
YIEWRIPLSYLLTTVILALALGDPLAYVVSGTFLLGVFFLATETVTSPVTRNGRIVYGIL

YIEWRIPLSYLLTTVILALVLGDPLAYVVSGTFLLGVFFIATETVTSPVTQNGRIVYGIL

CGFLTVVYGYFSGNYVWGTLYALLLSNAVAPFIELKTLPKPMGGVADE

CGFLTVIYGYFSGNYVWGTLYALLLSNAVAPFIELKTLPKPMGGVANE

AEEAEXK = AAXEAIAEXEAXTAAXAXAAXAAXAXAAAXAAXAXAAXAAXAXAAXAXAXAk-%

MSDSKEITKVIVTIVVISAVAAALLALTYTPTQAKLELLQAEQQKEAMKAILPQASDFEP

MSDSKEITKVIVTMVVISAVAAALLALTYTPTQAQLKLLQAEQQKEAMKE ILPQAADFEP

- -k - -

VTGSEVDDDGNPVVLYYRGVDSSGNVVGYVVERNQVGAQGMIQLLAGISSDFGT ITGFQV
VTGSEVDDDGNPVVLYYKGVDSSGNVVGYVVERNQVGAQGMIQLLAGISSDFST ITGFQV
R R R o o R R e - AEXEAXEAXAXAALAAXAXAAXAAAXAAXAXAAXAAAXAAAAXAhx*k _ Bk
MKHSETPGLGAL ITTPEFQGQFVDLPVADTSLTKNGGQVDA 18] 1 SSQAVVDALHSAV

MKHSETPGLGAL ITTPEFQGQFVDLPVADTSLTKNGGQVDA I5]73)1 SSQAVVDALHSAV
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MYPHRRADMNP ISEFIRGITKDNPTFGLVLGLCPTLAVTTSVENG IGMAMGTLFVLVGSN

MYPHRRADMNP ISEFIRGITKDNPTFGLVLGLCPTLAVTTSVENG IGMAMGTLFVLVGSN

MMVSAIRKGIPGTVRLPIETIIVIATFVTIVDMVMEAFTPDLYASLGVFIPLIVVNCIVIG

MMVSAIRKGIPGTVRLPVEI IVIATFVTIVDMVMEAFTPDLYTSLGVFIPLIVVNCIVIG

RAEAYALKNGVFYSITIDALGEGTGFLLVLILIGGIRELLGTGIIDPFGMTLINLSGIITP
RAEAYALKNGVFYSI1IDALGEGTGFLLVLILIGGIRELLGTGIIDPFGMTLINLSGVINP
AEEAEXEIAEXAXEAIAEXAXEAAXAAXAEAAXAAXAAXAXAAXAAXAAXAAXAAAAXAAAAXAXAAXAAAXAAd% - * _ *
AMFMTMSPGAFLT TAVLMT IVNYRRQQKAAKGG

AMFMTMSPGAFLT TAVLMT IVNYRRQQKAAKGG

VVKMAESLFTIFLEGVFIKNFLLIQFLGLCSFVGVTKDLKSASGMSGAVVFVMAMAATVS

MVKMAESLFT IFLEGVFIKNFLL 1QFLGLCSFVGVTKDLKSASGMSGAVVFVMAMAATVS

FALYNFILVPLKLEFLRT IAFIVVIAALVQLVEFIVRKHVPALYRSLGIYLPLITTNCAV
FALYNFILVPLKLEFLRTIAFIVVIAALVQLVEFIVRKHVPALYRSLGIYLPLITTNCAV
AEEEAEXEIAEAALEAIEAAXTEAAXAAXAEAAXAAAXAAXAAAXAAXAXAAXAAXAAAXAAAXAAAXAAXAALAXAALAAAXAx*X
LGAVLLNVMNDYNFAQSVVFGVAAGLGYTVAMLMMAAIRERSDLVEVPKSVGRGVTYAFF

LGAVLLNVMNDYDLAQSVVFGVAAGLGYTVAMLMMAAIRERSDLVEVPKSVGRGVTYAFF

IATIMSMSFVNFFGVIPLE

IATIMSMSFVNFFGVIPLE
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LSDVL INSIAVLAGLGFAVGVMLV IASKVFK IDSNPL I DDVASLLPGANEGGEGFAGEAA

MSSVLINSIAVLAGLGFAVGVMLV I ASKVFK 1DSNPL I DDVASLLPGANBGGEGFAGEAA

-%

CAEAIVEQGAP INSEgVGGFEVAKQ I GALLGQEVTESEKAFPFVRCQGGQAHCTTLYDYH

CAEAIVEQGAPVNSERVGGFEVAKQ I GALLGQEVTESEKEFPFVRCQGGNQHCTTLYDYH

GVEGCKAALMLCDSKKGCTYGC I GLGTCVRACQFDALSMGEDGFPVVNKNLETSEGNEIA
GVENCKVALMLCDSRKGCTYGCLGLGTCVQACQFGALSMGEDGFPVVNKALETSEGNEIA
*x*k _ *x _ EE ko - EE - EE - E _ R R ek e o o o S S R
ASENG I LTFARDSEKVHVLCRSHDKGKDVKAVCEVGE 1 GEKKEEKEMETGAIKVTNFLAE

ASENGVLTFARDSEKVHVLCRSHDKGKDVKAVCEVGE 1 GEKKEEKEMFAGAIRVTEFLAE

- =kkk -kk - Kkkkk

1DQEKETABGABVAIEQKS IELR
1DQEKETABGABVA IEQKAIELR

R o S R ke e D S

MPYKTFLGLPENIVAALCYPVGWLSGLFFLLLERKNKFVRFHAMQSVLLFMPYVLFLFLV
MSYNTSLGLSEN IVAALCYPVGWLSGLFFLLLERKNKFVRFHAMQSVLLFMPIALFIFLV
* _ * - * *k*x _ AEXEAXEAXKXALAEAIAXAAXAAAXAAXAAAXAAAXAAAAAXAALAXAAAAAXAhx*X _ *x - *x*k
AWIPTIGWATADSVGMPGMLL IVIPMYMAFRGSKFKIP 1 1GKIAYNFAYGE

AWIPTIGWFIADGAGMTAMLL IL IPMYMAFRGSKFKIPT1GNIAYNFAYGE

*hdxkhdhkik Fhkk *x - -



