Additional file 1. Host range of φX216

	Burkholderia sp.
	Strain
(Notes)
	φX216 
infectivitya
	φ52237
infectivitya
	Strain source

	B. pseudomallei
	Clinical 
Isolates
	21/30 (70.0%)
	21/30 (70.0%)
	

	
	2613a
	+
	+
	[1]

	
	2618a
	+
	+
	[1]

	
	2625a
	+
	+
	[1]

	
	2637a
	+
	+
	[1]

	
	2650a
	+
	+
	[1]

	
	2660a
	+
	+
	[1]

	
	2661a
	+
	+
	[1]

	
	2667a
	+
	+
	[1]

	
	2668a
	+
	+
	[1]

	
	2670a
	+
	+
	[1]

	
	2673a
	+
	+
	[1]

	
	2682a
	+
	+
	[1]

	
	2685a
	+
	+
	[1]

	
	2692a
	+
	+
	[1]

	
	2698a
	+
	+
	[1]

	
	2704a
	+
	+
	[1]

	
	2708a
	+
	+
	[1]

	
	2717a
	+
	+
	[1]

	
	2719a
	+
	+
	[1]

	
	2764b
	+
	+
	S. Peacock

	
	2769a
	+
	+
	[1]

	
	2614a
	-
	-
	[1]

	
	2617a
	-
	-
	[1]

	
	2640a
	-
	-
	[1]

	
	2665a
	- 
	  - b
	[1]

	
	2671a
	-
	-
	[1]

	
	2674a
	-
	-
	[1]

	
	2677a
	-
	-
	[1]

	
	2689b
	-
	-
	[1]

	
	2694a
	-
	-
	[1]

	
	
	
	
	

	B. pseudomallei
	Environmental 
Isolates
	26/30 (86.7%)
	26/30 (86.7%)
	 

	
	E0016
	+
	+
	[1]

	
	E0021
	+
	+
	[1]

	
	E0024
	+
	+
	[1]

	
	E0031
	+
	+
	[1]

	
	E0034
	+
	+
	[1]

	
	E0037
	+
	+
	[1]

	
	E0181
	+
	+
	[1]

	
	E0235
	+
	+
	[1]

	
	E0237
(φX216 source strain)
	+
	+
	[1]

	
	E0241
	+
	+
	[1]

	
	E0279
	+
	+
	[1]

	
	E0342
	+
	+
	[1]

	
	E0345
	+
	+
	[1]

	
	E0356
	+
	+
	[1]

	
	E0366
	+
	+
	[1]

	
	E0371
	+
	+
	[1]

	
	E0372
	+
	+
	[1]

	
	E0377
	+
	+
	[1]

	
	E0378
	+
	+
	[1]

	
	E0380
	+
	+
	S. Peacock

	
	E0383
	+
	+
	[1]

	
	E0384
	+
	+
	[1]

	
	E0386
	+
	+
	S. Peacock

	
	E0393
	+
	+
	[1]

	
	E0394
	+
	+
	[1]

	
	E0411
	+
	+
	[1]

	
	E0008
	- 
	  - b
	[1]

	
	E0183
	- 
	  - b
	[1]

	
	E0350
	-
	-
	S. Peacock

	
	E0396
	-
	-
	[1]

	
	
	
	
	

	B. pseudomallei
	Other Isolates
	9/12 (75%)
	9/12 (75%)
	

	
	1710a
	+
	+
	[2]

	
	1710b
	+
	+
	[2]

	
	708a
	+
	+
	[3]

	
	MSHR305
	+
	+
	[1]

	
	K96243
	+
	+
	[4]

	
	S13
	+
	+
	[5]

	
	406e
	+
	+
	[5]

	
	1026b
	+
	+
	[6]

	
	Bp82         
(1026b ∆purM)
	+
	+
	[7]

	
	1106b
	+
	+
	[2]

	
	1106a
	-
	-
	[2]

	
	MSHR668
	- 
	   - b
	[1]

	
	Pasteur 6068
	-
	-
	[1]

	
	Bp523
(1710b-derivative 
φX216 lysogen)
	-
	-
	This study

	
	
	
	
	

	B. pseudomallei
	O-antigen mutants
	
	
	

	
	q0035h12 
(1026b wbiA::T24)
	+
	+
	This study

	
	q0028a9   
(1026b wbiB::T24)
	+
	+
	This study

	
	q0010e11 
(1026b wbiC::T24)
	+
	+
	This study

	
	q0077c2  
 (1026b wbiD::T24)
	+
	+
	This study

	
	q0058o8  
 (1026b wbiE::T24)
	+
	+
	This study

	
	q0107d23
 (1026b wbiF::T24)
	+
	+
	This study

	
	q0001n23 
(1026b wbiF::T24)
	+
	+
	This study

	
	q0098b10 
(1026b wbiG::T24)
	+
	+
	This study

	 
	q0107i8   
 (1026b wbiH::T24)
	+
	+
	This study

	
	q0119k15 
(1026b wbiI::T24)
	+
	+
	This study

	
	Bp82.39   
(1026b ∆purM ∆wbiE)
	+
	+
	This study

	
	
	
	
	

	B. mallei
	ATCC 23344
	+
	+
	[8]

	
	NCTC 10248
	+
	+
	[9]

	
	NCTC 10229
	+
	+
	[9]

	
	NCTC 10260
	+
	+
	[9]

	
	NCTC 10247
	+
	+
	[9]

	
	NCTC 3708
	+
	+
	[9]

	
	NCTC 3709
	+
	+
	[9]

	
	ATCC 10399
	+
	+
	[9]

	
	ATCC 15310
	+
	+
	[9]

	
	
	
	
	

	B.mallei
	O-antigen mutants
	
	
	

	
	DB110795 (wbiG::IS)
	-
	-
	[9]

	
	ISU (O-antigen-)
	-
	-
	[9]

	
	NCTC 120 (wbiE::IS)
	-
	-
	[9]

	
	NCTC 120 pBHR1-wbiE
	- 
	- 
	[9]

	
	
	
	
	

	B. gladioli pv. cocovenenans
	ATCC 33664
	-
	-
	[10]

	
	
	
	
	

	B. oklahomensis
	C6786
	-
	-
	[11]

	
	
	
	
	

	B. thailandensis
	E264
	-
	-
	[12]

	
	E421
	-
	-
	[1]

	
	E426
	-
	-
	[1]

	
	
	
	
	

	B. ubonensis
	184
	-
	-
	[13]

	
	A20
	-
	-
	[14]

	
	A1301
	-
	-
	[13]

	
	
	
	
	

	B. vietnamensis
	H4102
	-
	-
	A. Hoffmaster,

	
	
	
	
	


a+ indicates plaque formation when spotted with < 106 pfu φX216 or φ52237 except for mallei strains where + indicates plaque formation when mixed with approximately 102 pfu φX216 or φ52237
bPlaque formation when spotted with  >108 pfu φ52237 but not < 106 pfu.
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