
Figure 4  

A. bivalviorum, A. butzleri, A. cibarius, A. cloacae, A. cryaerophilus, A. defluvii, A. ellisii, A. halophilus, A. marinus,  A. molluscorum, 

A. nitrofigilis, A. thereius, A. mytili, A. marinus , A. skirrowii, A. suis, A. thereius, A. trophiarum,  A. venerupis 

 

Species-specific  

patterns (Fig 1) for: A. butzleri, A. thereius,  

A. trophiarum and  atypical 

A. cryaerophilus*  

Species-specific patterns  

            (Fig 3) for: 

A. defluvii            A. suis 

Species-specific patterns 

(Fig2) for:    

      A. butzleri        A. thereius 

Different patterns (Fig 3) for:   

    Atypical  

    A. cryaerophilus*    A. trophiarum 

Common patterns  (Fig S1, 

Table S2) for: 

Atypical  A. cryaerophilus* 

and A. trophiarum 

* Atypical A. cryaerophilus strains are those that show microheterogeneities in the 16S  rRNA gene 

 

Common patterns (Fig 1) for:  Similar patterns (Fig 1) for: 

   

A. marinus        A. venerupis 

Species-specific patterns 

               (Fig2) for:  

A. marinus        A. venerupis 
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