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Additional file 4. Insertion sites of the putative integrative plasmid within Streptococcus canis (FSL Z3-227) and Streptococcus agalactiae (NEM316). The plasmid occurs in three separate genomic regions within NEM316 (segments 3, 4, and 6). Putative attL and attR sites are boxed. The att sites differed for each plasmid copy within NEM316 repeat and are shown as stars. The last 24bp at the terminal ends of each repeat were imperfect inverted repeats of themselves. Bold underlining shows the perfectly repeated nucleotides. 

