
119aa 47aa

M. paratuberculosis509aa 399aa 385aa 166aa 677aa
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258605 569

21

dnaNdnaArnpA recF unknown gyrBrpmH

45aa123aa

S. coelicolor656aa 376aa 373aa 190aa 686aa
243 434378 934
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dnaNdnaArnpA recF orf191 gyrBrpmH
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gnd

M. smegmatis

47aa

504aa 397aa 384aa 194aa 706aa
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dnaNdnaArnpA recF orf194 gyrBrpmH
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9

gnd

114aa 47aa

M. avium

dnaNdnaArnpA recF unknown gyrBrpmH

509aa 399aa 385aa 185aa 717aa
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18 3

116aa 44aa 71aa 52aa

B. subtilis446aa 378aa 370aa 638aa

130 140
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dnaNdnaArnpA recFyaaA gyrBrpmH

15 17

yaaB

125aa47aa

M. tuberculosis507aa 402aa 385aa 714aa

19 125
603 527

dnaNdnaArnpA recF Rv0004 gyrBrpmH

187aa

M. leprae

120aa 47aa

521aa 399aa 385aa 678aa
224550 514

dnaNdnaArnpA recF ML0004 gyrBrpmH

21
189aa


