
1    ATCACGCCGCGGCCCCGGCCTTTCCGGCCCCCGGCCCGCAATTTTTTCACCCCGTCCCGGAATTTTTTCCGAGAAACTTCTCACCCGTTTGTCACACCGG

101  TCACACCCAGGGCATGTGCCCAGAGCTGTGCACAACACCGGGAGGCAGCGGTGTAGTACCACCGCGTACGTGCACAGCCCGCGTTCGTCCCCATCGGCTC

201  AACATGTCACCCACAGCCGCCCCCACCGTGATCCACACCCCGGCGCACCGCGCGAGCTGCGGCGGGAGACCGCTGTCCCCAAAATGCACAAGCCTTATTA

301  CTGTTACTGAGATCTCTTCATCGGTTCTTCTTTGAAATACAGCCCTGGGGACGTTCGGTGCACACCCTGCGTCGCGGCCGTCGTCAGCCCGGTTTGTCGG

401  CCTTTGCGATTAGCTTTCAAGATGGCCCCAGAGGATCTACGGTTGTTCTTCGACTGCCGTTGCGGTCGTCGTCGACGCCTCGCGTGTCGCCGGCGCCGTG

501  ACGGGCCCCATGCTAGCGGGGGGAGGCTAGCCAATGGATCCGACAACGCTGAGTAGGTGAAGGGACGCTA
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1    GACGTTCTCCTCGTTGTTTGCCGTCCGGCCGCTCAGACGGTTCGCTTCGGGCTCGTCTGCGGTTCGACCGGAGGGTGGTCTTGCTGCTCCTGGCCGGCGC

101  GGTCCCCAAGTGGTGCTGGGTCGCAGCCGTATCGCCGACTTTCGGGCGACTGTTTGAGGGTACTGACCAGCCTTCGCCTGGTCAAACCTGGCCTGCCGCA

201  ACGCAGCCGCGCCCGGCCGGTACCGAGATTTCGCATTCCGCTCCCGCCAGCCACTCGGGTCAACTAACCTACCGAGCCGAAGCAAGCCCCAGTCACCCTA

301  AACGACCGGATTGGAGTACAGCGGAACGGTTGGCAGCCGCACGGAAAACTGTTAGCTTCTGCCAAGTCGTTTTAGACTACGAACAGCGCTCGACAACGAA

401  GCGAGGATGGTAGATCAACTAGCTGCCTAGACAACCTTTTTCGGGTTTTCTTCCAGCGCGGAGATCGCGGGCCGTCGCCGGTAGGTTGTGGCTCGCATAC

501  GATCATCCTGTCCACACCTGTGTATAACTATGTGGACAGTTGTTTTGTCGCCAAGCGTGAGTTGTACTTCGACCCGGGACGTTCGAGAACCAGGGAGATG

601  CGTCGT
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