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 A4 A5 A6 A7 
Consensus FDxS NxYGPTE GELxIxGxG(VL)ARGYL Y(RK)TGDL 

L-Val FDAA NGYGPTE GELCVGGDGVAKGYV YRTGDY 

D-Ala FDVS NLYGPTE GELCLGGICVAKGYM YRTGDL 

L-O-Val HVGG PVWGMSE GRLQIKGKNVLEGYY YDTGDL 

D-O-Leu  HVGG PTFGMSE GRFQIHGPTVMNGYF FDSGDL 

PksJ HVGG PAWGMSE GRFQVSGLSVTSGYY FETGDL 

BarE HVGG PAFGMSE GKLQVKGASVTSGYY FRTGDL 

McyG-A HVGA PAFGMTE GREQIQGNSVTKGYY FTTDGL 

NdcA HVGA PAFGMTE GRLQIKGFSVTEGYY FTTGDL 

EntE HNYA QVFGMAE GRLMTRGPYTFRGYY YCSGDL 

DhbE HNYP QVFGMAE GHILTRGPYTIRGYY YRTGDI 

 

        ___________ 
CesA1   YIITGGLGGLGTLVAKLLLERYSANVLLLGRTEIETNAEKMRLLDSLKEYE – 52 - 
CesB1   YVVTGGLGGIGKEVCKLLLQQFSAKLFIVGRTALSTSPT---HLASLEELQ – 61 - 
JamL    YLITGGLGALGLEVAQWMVKEGARNIVLTGRSAPKEAAQ-----KTIRELE – 52 - 
EryA    ILVTGGTAGLGAEVARWLAGRGAEHLALVSRRGPDTEGVG----DLTAELT - 51 - 
DHG1    VVITGSSTGLGKAMAIRFATEKAK--VVVNYRSKEEEAN---- -SVLEEIK – 56 - 
         ::**.  .:*  :.  :  . :    : .    .             *   
 
CesA1   TEKELHAMFEAKVYASWVLHEIVKERQDCLYITTSSARTLLPGMTISAYCSANRFVENF 
CesB1   SKAYYEEMFAAKVFGTVNLFQLIEGKKDALFLHFSSVNSYFGGASFTAYAAANNFQDTF 
JamL    SWERFTKVMAPKVSGTWYLHQLTQDLPLDFFVCFSSMASMLGNYGQGNYAAANGFMDAI 
EryA    DEAAFDEVVAAKAGGAVHLDELCSD--AELFLLFSSGAGVWGSARQGAYAAGNAFLDAF 
DHG1    NKVIDTNLTGAFLGSREAIKYFVENDIKGTVINMSSVHEKIPWPLFVHYAASKGGMKLM 
               :. .:  .:               :  **                :     : 

 


