91
181
271
361
451
541

631

721
37
811

901
97
991
127
1081
157
1171
187
1261
217
1351
247
1441
2717
1531
307
1621
337
1711
1801
1891
1981
2071

ATG IntronI Intron II Intron III Intron IV TAA
82 bp 60 bp 60 bp 67 bp

645 bp PCR product

1049 bp PCR product

5' Nested RACE 352 bp product
3' Nested RACE 675 bp product

5' Nested RACE 604 bp product

1333 bp PCR product, genomic coding region

ctgcgctatttgetttgageccgtcettttgectececctgegtaaaccctcaaagecaaccatacttecgaggecageccagectaategtcecage
tccatttgacccgtaccegecgttteccegttetgetgttegacatacegtecttttetecccgtatacggaacaagtagettgtettetee
cgacttgaccatttctcaatcgaatccttcatttecccaattgtgggeccctttcacatecgegetgecaggatagecgaggacgcaactgaacg
acatcctccaacgagacagcagattagagaccgcaaagcgattgatcgctcatcaaccgaaatcgcaggegggccactatccacgggett
ctgccgegtgtagtgagaggacctcaccgecggaaaaatcgtegtectecgatatagecegtgtttttgactegtcaacagtetegggtttte
actcgtgcecgtttttegtgtectecccgaataggegaccttggacgacttgaaaagaaacgaaactgtggacaagatatccggcaggagcag
aaggagctgcacgccgaaaatatacaatcgccagtcttagacacgecatccggtccacttgacctaatggttatcATGGGGGCTTGCATGA
M G A C M S
GTTCAAATAGTGAGGAGGTGGAGCAGAAGAAGAGGAGTCAGAAGATCGACAAAGACCTCGAGGAAGATTCGAAGCGGTTACGGCGAGAAT
S N S E E V E 0 K K R S 0 K I D K DL E E D S KR L R RE C
GCAAGATTCTACTGCTAGGCTCGGGGGAATCAGGAAAGTCGACAATCGTCAAACAAATGAAGATTATCCATTTGAAGGGCTACTCGGAGG
K I L L L G S G E S G K S T I V KoM K I I HL K G Y S E D
ATGAACTCTTCAGCTACCGGCCAACCGTGTTCAAGAACCTCCTCGAATGCGCCAAGGCCGTGATCAACGCTATGCGCCAGTTTGAGATTG
E L F S ¥ R P T V F K N L L E C A KA V I NA MR OQF E I E
AGCTAGAGAGCGATGAGATCCGTGCGTACTGCGACTTTTTGCTCGATTATTCAATCGGATCTGGTCCACAGCCAAGCATCGACCCCAAAG
L E S D E I R A Y CDVF L L D Y S I G S G P Q P S I D P K V
TTGGCGAGGCTGTCCTGGCTCTTTGGGAGGACCCTGTCCGGGGCCAGCTCATGGAGCGGCAGACGGAGTTCTACCTCATGGACTCGGCAG
G E A VL ALWEUDUPVRGOULMEU R OTETF Y LMD S A G
GATATTTTTTTGACGAGGTGAGGCGGATTGTTCACCCAGACTATATCCCGAACGAGATGGACGTTTTGCGCGCCAGAACAAAAACAACCG
Yy F F D E V R R I V HP D Y I P NEMUD VL RAIRTIKTT G
GTATTTACGAAACACGCTTCCAGATGGGCCCACTGAGCATCCACATGTTCGATGTTGGTGGCCAGAGAAGCGAACGGAAGAAGTGGATTC
I ¥y ET RV F QO MGUPL S I H M FD V G G O R S ER K KW I H
ACTGCTTTGAGGATGTCACATCTATTATCTTTTGCGTGGCTCTGAGTGAGTACGATCAAGTTTTGCTTGAGGAAAGCAGTCAGAACCGAA
cC F E DV T s I I F C VAL S E Y D QO VL L ETE S S 0 NIR M
TGATGGAGAGTTTGCTGCTATTCGACTCTGTTGTCAACTCGAGATGGTTCATGCGGACGAGCATCATCCTGTTCCTGAACAAGGTTGATA
M E S L L L F D S V V N S R W F M R T S I I L F L N K V D I
TTTTCAAGCAGAAGCTCGGCCGGTCACCTCTGGGCAACTACTTTCCTGACTACTCTGGCGGTGACGATGCCAATAAGGCAGCAAAGTACC
F K 90 K L G R S P L G N Y F P D Y S GG DDA ANI KA A AIK Y L
TGCTCTGGCGGTTCAATCAGGTGAATCGGGCACACCTCAACTTATATCCTCATTTGACCCAAGCTACCGATACGTCCAACATTCGCCTAG
L W R F N QO V NRAHULNULYPHULTOQOATUDT S N IRULV
TTTTTGCGGCGGTGAAGGAGACGATACTCAACAACGCTCTCAAAGATTCCGGTATCCTATAAAAAGACGAACCGAAGAAGCCATATTTCA
F A AV K E T I L N NAULI KD S G I L *
tttagcggacaaacgacggccgacgaccgacgaccgacgacccaagactaatgaccgacgeccgatcgettecgecggegtegactecccaga
agcacatgcccgcecttttecgegecattggacaaagecggaacgectcacgttectgtgegatgeteggttttggcaatttttgetttgectttt
ttatttggtcctgecttttatctttectecatttgecatgacatacggegttgaatggttcacaagggaaagttggagcacagtctcecttaagte
ctcttccgattttacgactgetttgecgaagegttttectgggegtttttgaacgaagggecttttgttttgatgatttggagggtgggece
actctattttgatgtttggtattttttgatatttattccggacaaatatctge

920

180
270
360
450
540
630

720
33
810
66
900

990
126
1080
156
1170
186
1260
216
1350
246
1440
276
1530
306
1620
336
1710
355
1800
1890
1980
2070
2123



