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5 1 109 2538 ORF ¢ 2661 3’
150 bp GW product 1062 bp PCR product
252 bp GW product 107 bp PCR Product
590 bp GW product —

591 bp PCR product
707 bp GW product

217 bp PCR product 141 bp GW Product

1 - tgctcggctacgacaccctcatccgcctctttgatcccaaatactacccecccactgecacggecgetecgggtgcacggeggtgcaagatecg - 90
91 - cctcgaccacgggcaccgATGGCTGCGCACCGCCTTCCAATTTACGCCCGTCGCTTTGCATCGTCTCTCGGCGGGCCGTCAAAGACAAGC - 180

1 - M A A HRULU PTIJYART RTFA AT S STILG GG GTPSI KT S -24
181 - AGCGCAGTCAGAACGACAGCCACCACTGCCGCCTCACTGCTGGCCATTGGCAGTCTCCTCGTCTTCTCTCTCGCACCGCGCGACCAGCAC - 270
25 -8 A VR TTATTA AA AT STULTULA ATIGS ST LTULV F S LAUPTZ RTUDOQH -54
271 - ATGCGCCTTGACGCTGCTCCGGCCCTAGAACGTCGGCGAACGACGAAAGAGACACAGCCGTCGTGGGCGCAAAACGGGAAGGATGACGAC - 360
55 -M R L DA AP ATLTETZ RT ERTRERTTIEKTET QTP S WA AU OQTNTGT KTDTD D - 84
361 - GAGGCGAGTCTTCTTTCGGCCGGGAGCGAGAGCGACATGCAAAAGGACAAGGAGGGCAGCACCATATCTGCCGTTGGCACGTGGTTCCGC - 450
85 -E A S L L S A G S E S DM Q KD KEGJSTTISAV GG TTWTF R - 114
451 - GACGTCGCCAATGTCGACTGGAGCGCCAATCCCGACCGCATCACGGGCTTCATCCTGCCCGAGTGGTCCAAGATGGTCCCTGGCTTTGTG — 540
115-D V A N V D W S A N P D R I T @ F I L P E W S KMV P G F V - 144
541 - CGCAAGTTGCAGCGCGAACTCGACGCCGTGCCTGGATCCCTGTCCGACGAGATTTGGCGCGAGGCCCGTGACCCGACCGTCCACCCCGAR — 630
145 - R K L 0 R E L D AV P G S L S D ETI WU RTET AT RTDPT UV HUPE -174
631 - GTCCAGTTCGGCGCCCGCGTGCGCGTGGCGGACGACCTGTGCCGCGATGAAAAGGCCTTTCGCCAGTACCGCAAGCCCGTGACGGCGGCC — 720
17 -V ¢ F 6 A R V R V A D D L C R D E KA F R Q Y R K P V T A A - 204
721 - GCCCTCGCCAAGTACCTCGACCTCCCTGCCGACGACGTGCACCCCGACGACGTGCCCGTGATTGCGTTGTGCGGGTCGGGCGGCGGGCTG — 810
206-A L A K Y L DL PAUDTUD UV H®PUDUDTUVZ®PVTIATLTCGSG GGG L - 234
811 - CGCGCGCTCGTGGCCGGCACGGGCTCGCTGATGGCGGCCGAAAAGGCCGGGCTGTTTGACTGCGTGACCTACATGGCCGGCGTCAGCGGC — 900
235 -R A L V A GG T 6 S L M A AEZ KA ATGTLTFTDTCUVT VY MA GWIENGE - 264
901 - TCCTGCTGGATGCAGACGCTGTACTTTTCGTCGTTTACGCACCAGGACTTTGGCCGCGTGGCCGACCACCTCAAGGCCCGCCTGGGCGTG — 990
265 -8§ ¢c wMoQTTUL VY F S S F THQDF GRVADIHTLIEKIA AT RTLGV - 294
991 - CACATTGCGCACCCGCCGGAGCTGTTTGCGCTGCTGACGAGCGCGCCCACGAACAAGTACCTGCTGAGCGGGGCCGTCGAGCGCTACAAG —- 1080
295 -H I A H P P E L F A L L T S A P T N K Y L L S G A V E R Y K - 324
1081 - GCCGACCCGACGACCAAGTTTGGGCTGGTCGACGTCTACGGCACGCTGCTGGCTGCGCGCCTGCTGGTGCCGCGTGGCGAGCTGGACGTG — 1170
32z -A D P T T K F 6 L V D V ¥ 6 T L L A A RULTULV P R GE L D V - 354
1171 - AGCGCGCTCGACTACAAGATCTCGAGCCAGCGGCGGCACCTGACGCGGGGCCAGAACCCGATGCCCATCTACACGGCCGTGCGCCACGAG — 1260
355 - S A L D ¥ K I S S 0 R R HL TURGOQNUPMZPTI VY TA AUVURUHE - 384
1261 - ATCCCTGGGCTCGAGGACGACGACGGCATCAAGGACGGCGCGGTGGGCCCGTCGGCGTCGGGCGACGACGCCAAGAAAGAGGCCTGGTTC — 1350
385 -1 P 6 L E D D D G I K D GA V G P S A S G DDA AZ KT KTEA ATWTF - 414
1351 - CAGTGGTTTGAGATCACGCCCTACGAGTTCTTCTGCGAAGAGTTTTTGGCGGGCATCCCCACGTGGGCCATGGGCCGCACCTTTCACCGC — 1440
415 -9 W F E I T P Y E F F ¢ E E F L A G I P T W A M G R T F H R - 444
1441 - GGCCGGGACGTGCCGCTGGCGGCGCCCAACGGCCAGGGCGACTACCACCTGCCCGAGGTGCGCACGCCGCTGATGTTGGGCATCTTTGGC — 1530
445 -G R D V P L A A P N G Q G D Y HLPEUVI RTUPTULMTLTGTITF G - 474
1531 - AGCGCCTTCTGCGCCACGCTCAGCCACTACTACAAGGAAATCCGCCCCATCGTCCAGAGCATCAGCGGCATGTCGGGCCTCGACGAGATG - 1620
475 - S A F ¢ A T L S H Y Y K E I R P I V g S I S G M S G L D E M - 504
1621 - ATCTGGGGCCGCAACGACGACTTGAGCAAGGTGCACCCGATCGAGCCGGCCACGCTGCCCAACCCGGTGTATGGCATGCACCCCAGCCAG - 1710
505 -1 W G R N D D L S KV HP I EPATTULUPNT PV Y G MU HETP S Q - 534
1711 - CTGCCCGTGACGGTGCCGCCCGGTCTGTTTGCGCGCAAGCACATCCAGCTCATGGACGCCGGCATGTCCAACAACCTGCCGCTGTACCCG - 1800
535 - L P V T V P P 6 L F A R K H I oL M D A &M SN NTULUPTUL Y P - 564
1801 - TTCCTGCGGCCCGGCCGCGGTGTCGAGGTGGTGGTCGTCTTTGACGCGTCGGCCGACATCCGCAAGGACAACTGGCTGTGCGTCGCGGAC — 1890
565 -F L R P 6 R G V E V V V V F D A S A D I R KD N WIUILC V A D - 594
1891 - GGCTATGCCCGGCGTCGCGGCATCAAGGGCTGGCCAGTGGGTGTGGGCTGGCCGCCGGCCGACGACCCACCGGAGAAGACGGCGCAGCAG — 1980
595 -G Y A R R R G I K G WP V GV G W&PPADTDTPTZPTET KT AGOQOQ - 624
1981 - CTCAAGGATGCGGGCGCGAGCGCCGAGGCGACGCCGGACGACAAGATTGAACAGGCCAAAGCCGACCAGGCCGCGCACCAACGGCAAAAC - 2070
625 - L K D A G A S A E A T P D D K I E Q A K A D Q A A H Q R Q@ N - 654
2071 - GAAACCGGCTCAACGACGACGACGACGAAGAAGGATAAGAGGATGGGTGGTGCCATTGGCAAACAGGGCTCACGTGAAGCCGAGAATGCC - 2160
655 - E T 6 S T T T T T K K D K R M 6 6 A I G K 0 G S R E A E N A - 684
2161 - AAGGCGGCGGCCAAGGAGCTCGGCTACTGCACGGTGTGGGTTGGCTCGACGGCCGAGAAGGTGTCCACGGCGCAAGAGGCGGCCGAGACC ~ 2250
685 - K A A A K E L 6 Y ¢C T V W V G S TATETZ KV ST AU OQTET AA ATET -1714
2251 - GAGGCGGCGCAGAGTGGCGACAAGAGGGACAAGAAAGGCACGAAACAGGTCGAAATGGCACCGCCCATTGACGAGTCGACGCAGTGGCGG - 2340
715 - E A A Q S G D K R D K K G T K Q VEMAZPUPTIDE ST QO W R - 744
2341 - CTGACAGCGCCCGATGCGGGCCTGACGCTCGTGTACTTGCCGTACCTGGCCAACGAGGCCAAGGTGCCTGGCGTCGACCCGGCGACGAGC — 2430
745 - L T A P D A G L T L V Y L P Y L A N E A K V P G V D P A T S8 - 17174
2431 - GATTTCATGAGCACGTGGAACTTTGTGTACCAGCCCGAGGAAGTGGACAAGGCGGTGGCGCTGGGCGCGGCCAATTTCAAGGAGGGCGCG ~ 2520
77 - D F M S T W N F V Y ¢ P E E V D K A V A L G A A N F K E G A - 804
2521 - GACCAGATCCGGGCGACCGTGCGGGCCGTCTACGAGCGCAAGAAGCAGATGCGGCTGGCGGCCGAGGAGCGGCACAAGAGGGAGCGGCTG —- 2610
805 -D 0 I R A T V R A V Y E R K K O M RLAA ATETETRTUHTI KT RTET R L - 834

2611 - CGGCGGCTGGTCAAGCAGGAGGGCAACCATTTTAATtaagtcggagggcgacacagcat
835 - R R L V K 0 E G N H F N *



