(a)

Gmet_R2001 (+)  101016  101086 ACATAATTATTGAGCGGTTCACGCGCACGCGCGCATGAACCGCTCATCCCCCCAAACAGAACATTTCTCCC 

Gmet_R2002 (+) 1118182 1118252 AACTTCTTATTCACCGGTTCACGCGCGTGCGCGCGTGAACCGGTGATCTACCCAAATGGAACATTCCTGCC 

Gmet_R2003 (+) 3114734 3114794 AACTCGTGATTGAGCGGTTCACGCGCGCACGCGCGTGAACCGCTCATCCTCCCGAATGGAACATTTCTACC
Gmet_R2004 (+) 3356561 3356617 AACTCGATATTGAGCGGTTCACGTGC----GCGCGTGAACCGCTCATCTACCCAAATAGAACATTTCGCTG
(b)

Gmet_R4001 (+)  203228  203367

GGCACTTACAAAACTATTGCGGGACCGGTCTGCGTTGTTGCCGCTCGCTCGAAAGCTCAACGTACCAACGGGTACGCGTCGCTTCCTCGTTCGCTTGCGCCTAGCATCCCGGCCTCCTCATCACGTTTTGCAAATGCCTC
Gmet_R4002 (-)  362288  362427

GGCTCATGCAAAACTACTGCGGGGCCGGTCTGCGTTGTTGCCGCTCACTCGAAAACTCAACGTACCAACGGGTACGCCTCGCTTCCTCGCTCGCTTGCGCCTAGCATCCCAGCCTCCTCATCACGTTTTGCATGAGCCTC
Gmet_R4003 (+) 2341623 2341762

GGCACTTGCAAAACTATTGCGGGTCCGGTCTGCGTTGTTGCCGCTTGCTCGAAAGCTCAACGTACCAACGGGTACGCTTCACTTCCTCGCTCGCTTGCGCCTAGCATCCCGGCCTCCTCATCACGTTTTGCACGTGCCTC
Gmet_R4004 (+) 3215640 3215685

GGCTCTTGCAAAACTATTGCGGAGCCGGCCTGCGTTGTTGCCGCTC
Gmet_R4005 (-) 3802652 3802791

GGCTGTTGAAAAACTATTGCGGGGCCGGTCTGCGTTGTTTCCGCTCGCTCAAAAGCTCAACGTACCAACGGGTACGCCTCGCTTTTTCGCTTGCTTGCGCCTAGCATCCCGGCCTCCTCACGACGTTTTTCAACAGCCTG
Gmet_R4006 (+) 3837608 3837746

GGCTCATGCAAAACTATTGCGTGGCCGGTTTGCGTTGTTGCCGTTCACTCGAAAGCTCAACGTACCGAGGGGTACGCCTCACTTCCTCGTTCTCTTGCGCC-AGCATCCCGGCCTCCCAATCACGTTTTGCACGTGCCTC
(c)

Gmet_R5001 (-)  350186  350227  CGTAGGGGCAATTCATGAATTGCCCCTACA
Gmet_R5002 (-)  819590  819619  CGTAAGGGCAATTCATGAATTGCCCCTACA
Gmet_R5003 (+) 1189899 1189928  CGTAGGGGCAATTCATGAATTGCCCCTACA
Gmet_R5004 (-) 1190313 1190342  TGTAGGGGCAATTCATGAATTGCCCCTACA
Gmet_R5005 (+) 1191945 1191974  CGATTGGGCAATTCATGAATTGCCCCTACA
Gmet_R5006 (-) 1281305 1281334  CGTAGGGGCAATTCATGAATTGCCCCTACC
Gmet_R5007 (-) 2724815 2724844  CGTAGGGGCAATTCGTGAATTGCCCCTACG
Gmet_R5008 (-) 3521292 3521321  CGTAGGGGCAATTCATGAATTGCCCCTACA
(d)

Gmet_R6001   522363 522470

-TAGCCACAGAGGACACAGAGCGCACAGAGAATGGCTTTTGGCCCATGAGTCTT-

TTTGCCACAGAGATCACAGAGGACACAGAGAAAAAGGAAACAAACTCCGTTTTCC
Gmet_R6002   818411 818485 (fragment on “-“ strand)

TCTGCCACAGAGGGCACAGAGAACACAGAGAAAAAACGCGGAAGGAAAGGCTGGCTTCCGGCTTCCGCGCTTGAA
Gmet_R6003  1929983 1930129

-TAGCCACAGAGGGCACAGAGATCACAGAGAGAGACAAAACCGTAAGATCCTTTCAAGTCTAATAACCAAAATC
TTTGCCACAGAGGTCACAGAGAAAACCAGTAAACCTTTAAGGCCCGGCTCGCATAACACCGCAGTACGTATAGG

Gmet_R6004  3847095 3847234

TTTGCCACAGAGGTCACAGAGGACTCAGAGAAAACCAGCATCAAAAAAAATACGCCCGAAGTTACCCTCT-

-TAGCCACAGAGGACACAGAGAGCACAGAGAAAAGTCGAAAACAACGCCCACTTACCCTGTACTCTCGGCA
(e)

Gmet_R7001 (+)  960022  960198

GAAAGGAGCGGAGCTCTCGCTCCGAACCGATCCAGCGTCACTAGCCGGTCTTCGTGGCATGTGAACAGCTATTCCCGAGGCTTTCCCTC

CGCTGATACCGGAGGTGGTTTCTTGCGGGGATCGGTTCTCCGCGAGAGCTCCGCCCCTTCCGGGAACCAGTGGTGGGAAAGGTGACAA
Gmet_R7002 (-) 1357623 1357799

GGGAGGGGCGGAGCTCTCGCTCCGAAGCGATCCAGCGTCACCAGCCGGTCTTCGTGGCACGTGAACAGCTGATCCCGGGGCTTTCCCTC

CGCTCATGCCTGAGGTGGTTTTTTGCGGGGATCGCTTCTCCGCGAGAGCTCCGCCCCTCCCGGGAGCCAGTGGTAAAAAATGCGCCGA
Gmet_R7003 (-) 2377928 2378104

GGAAGGGGCGGATCTCTCGCTCCGAAGCGATCCAGCGTCACCAGCCGGTCTTCGTGGCACGTGAACAGCTATTCCCGGGGCTTTCCCTC

CGCAAACGCCGTAGGTGGTTTTTTGCGGGGATCGCTTCTCCGCGAGAGCTCCGCCCCTTCCGGGAACCAGTGGTGGAAAATGTGACAT
Gmet_R7004 (-) 2424560 2424736

GGAAGGGGCGAAACTCTCGCTCCGAAGCGATCCAGCGTCACTGGTCGGTCTTCGTGGCACGTGAGCCGCTATTCCCGAGGCCTTCCCTC

CGTTCATGCCGGCGGTGGTTTTTTGCGGGGATCGCTTCTCCGCGAGAGCCCCGCCCCTTCCGGGAGCCAGTGGTGGATAATGTGACAA
Gmet_R7005 (-) 2447348 2447524

GGCAGGGGCGGAGCTCTTGCTCCGAAGCGATCCAGCGTCACCAGCCGGTCTTCGTGGCACGTGAACAGCTGTTTCCGAGGCTTTCCCTC

CGCCAATACCGAAGGTGGTTTTTTGCGGGGATCGCTTCTCCGCAAGAGCTCCGCCCCTCCCGGGAACCGGCGGTGGAAGATGGGGCAA
Gmet_R7006 (-) 2766304 2766480

GGGAGGGGCGGGACTCCCGCTCCGAACCGATCCAGCGTCACCAGCCGGTCTTCGTGGCACCTGAGCAGCGGCTTCCGAGGCTTTCCCTC

CGCTAATTCCATAGGTGGTTTTTTGCGGGGATCGCTTCTCCGCGAGAGCCCCGCCCCTCCCGGGAACCAGTGGTGGCAAATGCGATAA
Gmet_R7007 (-) 3071530 3071706

GGAAGGGGTGGAACTCTCGCTCCGAACCGATCCAGCGTCACCAGCCGGTCTTCGTGGCACGTAAACAGCTATTCCCGAGGCTTTCCCTC

CGCTAGTGCCTAAGGTGGTTTTTTGCGGGGATCGCTTCTCCGCGAGAGCTCCACCCCTTCCGGGGACTAGCGGTGGAAAATGTGACAT
(f)

Gmet_R8001 (+) 1478405 1478486  TAGATGTTGTATTTGCCGATCTTTGCGTCCACCGGGCCGACAC--TGCGGTCCATCACGGGGTGTATCGGGTGAAGTAAGGGTA
Gmet_R8002 (+) 1478724 1478805  TCGATGCTGTTGCTACCGACCTTGCCGCCCACCGCGCCGACAC--CGAGGCGCATCATGGGGTGTATCGGGTGAAGGAAGGGTA
Gmet_R8003 (+) 1479205 1479288  TCGACGCCGTTGCGGCCTACCTTTCCGCCCACAGGGCCGACACACCGAGGCGCATCATGGAGTGTATCGGGTGAAGGAAGGGTA
Gmet_R8004 (+) 1479993 1480074  TCAGCGCCGTTGCAGCTGATCTTTCCGCCCACCGGTGCGACGC--CGAGGCGCATCATGGGGTGTGTTGGGTGAAGGAAGGATA
(g)

Gmet_R9001 (+) 2828934 2829018  TGAGTACCGGGAAGGGGACGTAGTTGATTTGTTGATTTAAGCGTTGAGTTAGTCAACTAATCAACTACGTCCCCCGATAGACCCC
Gmet_R9002 (+) 2832835 2832919  TGGGGGCTGGGAAGGGGACGTAGTTGATTTGTTGATTTAAGCGTTGAGTTAGTCAACTAATCAACTACGTCCCCCGATAGACCCC
Gmet_R9003 (+) 2833766 2833850  TGGGGGCTGGGAAGGGGACGTAGTTGATTTGTTGATTTAAGCGTTGAGTTAGTCAACTAATCAACTACATCCCCCGATAGACCCC
Gmet_R9004 (-) 2876374 2876397  -----------AAGGGGACGTAGTTGATTTGTTGA--------------------------------------------------
(h)

Gmet_R0064 (+)  169943  170100

TGACGGATAGCGCGCCGACGGAGCGACTGTGCCCGAGCGCCAGCCGCTGTATGCGAAATGGAGCGTCCAGTGGCCTGTTTGTTTGAACCCAACAGGGTGAGTTACAGGCCGCTAGCGAA
ATGAGCTGTACAGCGGCGGTGCGAGCGGCACTCGGAGCG
Gmet_R0066 (-)  289163  289313

TGAGCGCCGTGGGCCATGCGAAGCGAATGTGCCCGAGCGCCAGCCGCTGTAGGCGAAATGGAGCAAAGCCGACCCATCGTGTCTGAGCCCGCAGGGCGAGTTGATGGGGCGGCGCGGAA
-TGAGCCCTACAGCGGCGGTGCGAGCGGCACTTTGAGCG

(i)

Gmet_R0068 (+)  352455  352481  GACTTATCCACACCCGCCGTGGAAAGC
Gmet_R0094 (-) 1808389 1808415  GACTTATCCACACCTGCCGTGGAAAGC
(j)

Gmet_R0074 (+)  790994  791042  CAGCGTCTCCAACGGCAAAATCAGGGTCGGGGTCGGTCCGATCTGATTT
Gmet_R0075 (+)  793740  793788  CAGCGTCTCCAACGGCAATATCCGGGTCGGGGTCGGCCCGAGCTGATTT
(k)

Gmet_R0091 (+) 1514311 1514335 GAAAGGCGGGAGCGATCCCGCCTTT
Gmet_R0114 (+) 2682404 2682428 GAAAGGCGGGAGCGATCCCGCCTTT
(l)

Gmet_R0097 (+) 1911093 1911148  ATTTCA-AAGAA-CACGACAGCCCCACTAAAAACTTGCTGGAGTTGAGCGGTTAGTTG
Gmet_R0099 (+) 1912998 1913055  ATTTCAGAAAAACCACGACACACCCACCAGAAACTTGCTGGAGTTGAGCGGTTCGTTG
(m)

Gmet_R0105 (-) 2241986 2242101

AACTAATCACGAAAGCACGAAAGGTCGAAAGCACGAAAAAAGGCACAAA-CTCTCCGAACCTTA----CTTTG-----TTTTTCGGGTTT---CAATTTCGTGCTTTCGTGATCAAAG

Gmet_R0106 (-) 2244162 2244279

AACATCTCACGAAAGCACGAAAGGTTGAAAGTACGAAAAGAGGCATAAAACACAAAGAGGCTAAAGGTCTTGGGGTTTATTTTCGTGTTTTCTCAATTTCGTGTTTTCGTGGTGAAAG

Gmet_R0107 (-) 2246998 2247102

AACTAATCACGAAAGCACGAAAGGTCGAAAGCACGAAAAAAGGCACAAA-CTCTCCGAACCTTA----CTTTG-----TTTTTCGGGTTT---CAATTTCGTGCTTTCGTGATCAAAG

(n)

Gmet_R0110 (+) 2441121 2441147  AAGGCCGGCAGCAATGCCGGCCTTTTT
Gmet_R0111 (+) 2449471 2449497  AAGGCCGGCAGAAATGCCGGCCTTTTT
(o)

Gmet_R0126 (-) 3079293 3079414

CCCTTGGCACGGTAATCGCTCCCTTGCATTTCTCCCGACACCTCTGCTATCAATGATGACAGCCGGGCCGACCAGCCCGGCTGTCGTGCGTCTGGAGCACCGATTCAACCGTTTCGAGGATT
Gmet_R0127 (-) 3080770 3080889

CCCTTGGCACGGTAATCGCCTTCTCGTATTTCGCCTGATACCTCTGCTATCAATGGTGACAGCCGGGCCGACCAGCCCGGCTGTTGTGCGTTTTGAGCACCGATTT-GCCGTTTCGA-GATT
(p)

Gmet_R0146 (+) 3893190 3893258 CCAGCAGAAAGCGCCGCAGGGTTAACAACCTGCGGGAACAATTCATTCTCCTGTAGCTCAGTCGGTAGA
Gmet_R0147 (+) 3910724 3910769 CCAGCAAAAAGCACCGTAGGGTTAACAACCTGCGGAAACAACTCATTCCCCAGTAGCTCAGTCGGTAGA
