HoxWReH16

0.1

3d

HoxWNm25196

HoxWMcB

HoxWTr

HoxWN7120

B 1.Uptake Hy-ase
| (E. coli, HybC, HyaB)
| — 2.Uptake H,-ase
B (Cyanobacterial, HupL)
,5% /5% — 2.H; Sensors
A, O"@ O,? | — 3a.F-420-reducing
J’%/\ ’s% DVDP42 3b. MV-reducing
g 3c.NADP-reducing
3d.NAD/NADP-reducing
— (Cyanobacterial, HoxH)
HynCD .
yﬂyngDv 4.Memb. associated,
DVDP41 — multimeric, H, evolving
1.00 [Fe]_Hzases (E.CO/i, HyCE)
ReH16
0.89
0.65,,,,
X—= FrcDAMj
FruDMm
0.99 1.00 Y 0.89
1.00 FruDMv
1.00
094 097 0.60, 1.00
FrcDMm
- Z 100 0.76 3a
! FrcDMv
0.73
0% 02 FrcDBMj
. o5 MmS2
©
B \\- HycISe
N ~ *HyclEc
¥ &
S N ydDAF Hyclpf HyeiSb
§‘° o HycIMm
F \2\0*' HyclIMj 4



