Additional file 1: List of reference genes used for gene expression studies in soybean.

No. cDNAtypes Reference genes Q/Semi-Q References

1 Root, leaf, shoot apices and dry seeds 18S rRNA Q Eller et al (2006)

2 Juvenile leaves at different developmental stages, different tissues, and leaves treated with 6-BA 18S rRNA Semi-Q Li et al (2006)

3 Root and shoot tissues treated with ACC, ET and JA 18S rRNA Q Mazarei et al (2007)

4 Hypocotyls, roots, leaves, flowers and nodules 18S rRNA Semi-Q Phartiyal et al (2008)

5 Nodules at different developmental stages, nodules under illumination and dark treatment 18S rRNA Q Xu et al (2007)

6 Different tissues, different nitrogen concentrations treatments 18S rRNA Semi-Q Yokoyama et al (2001)
7 Different tissues infected with Bradyrhizobium japonicum 25S rRNA Q Nontachaiyapoom et al (2007)
8 Leaves infected with Bradyrhizobium japonicum Actin Q Nontachaiyapoom et al (2007)
9 Seeds, leaves, roots and pods Actin Semi-Q Cascardo et al (2001)
10 Leaves exposed to elevated CO2 and O3, and infested with Japanese beetles Actin Q Casteel et al (2008)

11  Cell cultures treated with Actinomicin-D and Dark / illumination Actin Semi-Q Collados et al (2006)
12  Leaves of 4-week-old plants Actin Semi-Q Gao et al (2007)

13  Shoot apical meristem (SAM) Actin Semi-Q Haerizadeh et al (2009)
14  Developmental stages, tissues Actin Semi-Q Huang et al (2006)

15 Cotyledons treated with tunicamycin (TM) and AZC Actin Q Kamauchi et al (2008)
16 Leaves and root from seedlings inoculated with Bradyrhizobium sp., mutant Actin Q Kinkema et al (2008)
17  Developing seeds and other tissues Actin Semi-Q Li et al (2008)

18 Developmental stages, tissues Actin Semi-Q Li et al (2007)

19 Developmental steges, tissues Actin Semi-Q Meng et al (2007)

20  Tissues and developmental stages Actin Semi-Q Terauchi et al (2004)
21  Leaves, stem and root Actin 3 Semi-Q Kongrit et al (2007)

22 Tissues, circadian, stress (ABA, epiBL) Actin 4 Q Zhao et al (2008)

23  Developing seeds EFla Semi-Q Nunes et al (2006)

24  Leaves, stems, flowers, different embryos and somatic embryo culture EFla Semi-Q Thakare et al (2008)
25  Rootinfected with soybean cyst nematode (SCN) EF1R Q Tucker et al (2007)

26  Leaves, shoot apices, floral apices and root IOTA Semi-Q Yamamoto et al (2001)
27 Leaves treated with auxin, 1AA, 2,4-D etc PEPC Q Kelley et al (2004)

28  Leaves infected with soybean mosaic virus (SMV) Tublin beta Semi-Q Wang et al (2005)

29  Tissues, leaves treated with ABA, cold (4? ), drought and salt Tubulin Semi-Q Chen et al (2007)

30 Leaves, root and embryonic axes of seeds exposed to cold(4? ) Tubulin Semi-Q Cheng et al (2009)

31  Cell suspension cultures treated with SA and JA Tubulin Q Eichhorn et al (2006)
32 Leaves, flowers, pods, aerial parts and underground parts Tubulin Semi-Q Graham et al (2002)
33  Leaves treated with SA, soybean mosaic virus (SMV) and wounding Tubulin Semi-Q He et al (2003)

34  Tissues, leaves ireated with NaCl, PEG, ABA and cold (4 ) Tubulin Semi-Q Li et al (2005)



35
36
37
38
39
40
41
42
43
44
45
46
47
48
49
50
51
52
53
54
55

Leaves treated with ABA, cold, drought and salt treatments, different tissues
Tissues, leaves treated with ABA, cold, drought and salt

Tissues, leaves treated with ABA, cold, drought and salt

Tissue, leaves treated with IAA, ABA, JA, GA and cytokinin

Tissues, leaves under Caclz, NaCl, KCI, LiCl, ABA, PEG and Cold stress
Leaves inoculated with P.pachyrhizi

Leaves inoculated with P.pachyrhizi

Cotyledons, roots, leaves, flowers, pods

Leaves treated with SA and wounding

Leaves, flowers and pods

Leaves and seedlings under different photoperiod treatment (SD/LD, Red light, Blue light)
Seedlings treated with NaCl, drought, cold, SMV, ET, SA, JA, and ABA
Leaves treated with NaCl, drought, and cold

Seedlings in phosphorus starvation and IAA treatment.

Tissues at different developmental stages

Hypocotyls and roots inoculated with Phytophthora sojae, different cultivars
Seedlings treated with wounding and hypocotyls infected with Sclerotinia sclerotiorum
Tissues in different photoperiod treatment

Pods and seeds at six developmental stages

Leaves at different photoperiodic treatment

Nodules under illumination, dark, shoot-detopping and stem girding treatment

Tubulin
Tubulin
Tubulin
Tubulin
Tubulin
Tubulin
Tubulin
Tubulin
Tubulin
Tubulin
Tubulin
Tubulin
Tubulin
Tubulin alpha
Tubulin beta
Tubulin 2
UBQ
UBQ
UBQ
UBQ
UBQ

Semi-Q
Semi-Q
Semi-Q
Semi-Q
Semi-Q
Q

Q

Semi-Q
Semi-Q
Semi-Q
Q

Semi-Q
Semi-Q
Q

Semi-Q
Semi-Q
Semi-Q
Semi-Q
Semi-Q
Semi-Q
Semi-Q

Liao et al (2008)
Liao et al (2008)
Liao et al (2008)

Liu et al (2008)

Luo et al (2005)
Panthee et al (2009)
Panthee et al (2007)
Schlueter et al (2006)
Tian et al (2004)
Wang et al (2007)
Zhang et al (2008)
Zhang et al (2008)
Zhou et al (2008)
Shen et al (2006)
Wang et al (2006)
Valer et al (2006)
D’Ovidio et al (2006)
Delis et al (2006)
Kim et al (2009)

Liu et al (2009)

Xu et al (2003)

Note: Q: Real-time quantitative RT-PCR; Semi-Q: Semi-quantitative RT-PCR; PEPC: Phosphoenolpyruvate carboxylases
ACC: 1-aminocyclopropane-1-carboxylic acid, JA: Jasmonic acid, SA: Salicylic acid, ET: Ethylene, AZC: L-azetidine-2-carboxylic acid, ABA Abscisic acid, IAA: Indole-3-acetic acid
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