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Additional Tab. S1 Description of the fragment sizes

ene size | wt-fragment fi deletion- deletion-fragment fi
g [bp] | [bp] 9 | mutant [bp] g:
IrpAl (OE2621R) 426 | 2857 A2 AlrpAl 2431 Al
Irp  (OE3932F) 46 | 1006 B2 Alrp 544 Bl




