Additional Tab.S2 Comparison of RT-qPCR data with microarray data of the deletion mutant AlrpA1 against wild type

ID gene name fold change fold change

AlrpA1 /R1 RT-gPCR microarray
OE2619F aspB3 aspartate transaminase 19 5.1
OE6130F - conserved hypothetical protein 28 6.7




