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C
ctcctccagcCAGGTGaccacttact    -4022nt E5
ccccgaccccCACCTGttccctggca    -3912nt E4
tgggtttgggGTGGACacatgcagca    -2077nt E3
ctcctgacttCAGGTGatccacccac    -1252nt E2
tgcccacggaCACCTGcacatgcaga     -453nt E1

E-boxes in L1CAM promoter 2

Lef-1 binding sites in L1CAM promoter 2
tcggtgcccgCTTTGATaaggtcctgg   -2358nt LE1 

tacacattagCAGGTGcgtataaacg -11928nt E8
cgtcttcactCAGGTGcctagtcttg -11567nt E7

-10777nt E6gcgttgcgtgCAGGTGcccatcgctg

ggggtgaggcCAGGTGcagtgactca -14137nt E9

E-boxes in L1CAM promoter 1

Lef-1 binding sites in L1CAM promoter 1

tccagaccctCTCTGAgcacagatgg -11151nt LE3
-11062nt LE2aatcccgaggACAAAGaaataagaca

-13563nt LE4tcataatcacACAAAGctggaaacta

ATG
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-4000bp             -3000bp            -2000bp            -1000bp                 +1bp        

Exon 0

                   E9               LE4                                   E8           LE3  E7   LE2     E6      

   -14312              -13312                -12312              -11312               -10312

E-box (SNAIL / SLUG binding site) 

Lef-1 binding site

Exon 1


