Additional Data 2:

The alignment of binding core in 5 candidate gene promoters: T-COFFEE
program (http://www.ch.embnet.org/software/TCoffee.html) was used to align the 5
candidate sequences. T-COFFEE report is shown below.

T-COFFEE, Version_1.41(Fri Jun 28 14:24:48 MDT 2002)
Notredame, Higgins, Heringa, JMB(302)pp205-217,2000
CPU TIME:O sec.

SCORE=62
*

BAD AVG (GOOD

*

SMYDL  : 62

ACVRL1 : 58

MCM5 - 65

VEGF - 63

SIN3B  : 63

SMYD1 GATGATCCATGTGCCTCGG-

ACVRL1 GCTGATCCACCCAC-TCAGC
MCM5 GGTGATCCACCCGCCTGAG-
VEGF GGTGATCCACCCGCCTCAG-
SIN3B TGTGATCCACCCACCTCTG-




The promoters of candidate genes: The sequences shown below are 5 prime
sequences of 5 candidate genes. All the sequences are derived from UCSC genome
browser (http://genome.ucsc.edu). The sequences include 3000 bp 5 prime ends from the
first exon, cap letters indicate the first exons. Boxed regions indicate the binding cores.



http://genome.ucsc.edu/

SMYD1 (NM_198274) at chr2:88148497-88194015 - SET and MYND domain
containing 1

gagtagctgggactacaggcgtgtgccactacgcccagctaatttttgtatttttagtagagacgcggttt
caccatgttaggcaggatggtttcaatctcctggcctcgtgatctgcctgecttggectctcaaagtgcetg
ggattacagggaaaaaacctttttaatatttcctctcctctcctctcctttecctgaaaacccctceccctcc
ccttcacttcgctttccttcccttccctecccctccectecectteccttecccteccttccectecectteccce
tcececttecctettttttectgagacaagagcttgctectgctactcectceccctecccteccctecccteecc
ctcccccccteccctecccteccccctecccteccctceccccccteecctecccteccccccccceccttcec
ctcttttttttctgagacaagatcttgctctgtcacccaggctggaatgcagtggcatgatcatggctccc
tgcaacctctgcctcatgagctcaagtggtcctcccacctcagcctecctgagtagatgagactacaggcat
gcgccaccatgectggtttattttttgtatttttggtagagacagggtttcaccatgttgcccaggctagt
ctcaaacccctgggctcaagtgattcacccgcctcggcctcccaaagtgctgggattacaggcatgagceca
ctgcgcctggecttetttctetttttttttttttttttttttttgagacggagtcttgctctgttgeccag
gctggagtgcagtggcgtgatcttggctcactgcaagctctgectcceccggtttacgccattctectgect
cagcctcccagtagctgggaccacaggcgccggccaccacgcccagctaattttttgtatttttagtagag
acggagtttcaccgtgttagccaggatggtctcgatctcctgaccttgtgatccacctgcctcgcecctccca
aagtgctgggattacaggcgtgagccactgtgcccggectctttctetttttttaactctctgttttgtag
aattgtttttccccttgggagcatgcagtgtttactttttgaggcacctaactttacatgtcttaagttat
tttgctcttcagtgtacatcagaagctgcagagatattctcttgctgtcatggctatgtattcttacctaa
aaatcaggatatatgatcagacaatgaactttcaacatgcttccaagagtcgaaggtgttttgggagattc
aattggttgaagacatgttaaaatttctggtacatcgtgatagtttagggaggataatgtgacagagtaaa
taaaatagaatagctatcacttaatgagtactttatgaagtgctaagtgctgtgttatccccttttacata
ttatctaactctcacaatccagtgaggtagaaattatcacccttgtttcacaggttccatctcaagtggta
gtagcaggcttagaattcaaactcagattcatctgactcagaaaccatacactcagaaaaatccaggaaat
gcccctgeccactgeccccccacccccgecgtcacccccacccccaacccccaccaggaaatagatgecatec
caggaactaaaaatcttacatggaagtcaagccagagctccagatctgcaagtgtatttcttttaaacctc
agtaaaagctgcctgatagccaagaacagtggcatttagttcaacggggattttagattcgtctttccagt
gtcctcactcctgagtaagaagaaggacagagcacgttggtattttcctggcagcagacacatgttaaagg
aaatttgatagaaagatagagatgggggttgctatttttatagcctgccttgtctgtatccagectgectc
cagcataccagcatcaccagcagtgctaagaacagggaattccatgctgtggagtagggggtgctgtaaga
gccccaggtgatactggagaggaaaaatgcccccttggagcctaaatagtactgttacgtatatgccaagg
gctcagtttagcttcttcttattatttatttatttatttatttatttatttattaattttttgttgagacg
gggtcccactctgtcgcccaggctggagtgcaatggecgcgatctcggctcactgcaacctctgectcccag
gttcaagcaattctcctgcctcagcctcecctcagtagctgggattacaggcgecccgeccaccacgecccagcta
atttttgtatttttggtagagacggggtttcaccatgttggtcaggctggticttgaactcctgacctcaga
[tgatccatgtgcctcggcctcccaaggtggggattacaggcgtgagccaccgtgcccagecctcagtttag
cttctgctgctaaacagtccacccttgggagagagactgaaaagggtggggcgagggcccatctcacttga
gaaagtgcaagcctgacagctgaagggtcccagagcagcaaatatcaccttgtttctatgggaccattcca
gctgtctgcttttgattgacagaggcatctggctgctaaaaataccctcctgaccaaatgttccctactcc
aactaaagccgaacaggattgttgcagttcagaacttagcacatacagatagcttctgcttgcaatggaac
ctctcaaaacttttcaggccctatgccatattaacccatggtcattttctgttctgtcggetttgectgggt
gatgaatgaaactcttcccagttcacttgttctcttgtctgtcccatccccacctccaggaaaagtagcag
agggggaggtgagggcccagtagctgagagcgagtagggaaggggaggtggcttgtccatttatagtcttg
ctctttgggatgctgaaggtgctgaaatagcaatgacaagagacttggctcagtgttaaataactgccgceg
ctggcctgacagtctctgAGATGACAATAGGGAGAATGGAGAACGTGGAGGTCTTCACCGCTGAGGGCAAA
GGAAGGGGTCTGAAGGCCACCAAGGAGTTCTGGGCTGCAGATATCATCTTTGCTGAGCGGGCTTATTCCGC
AGTGGTTTTTGACAG




ACVRL1 (NM_000020) at chrl12:50587469-50601120 - activin A receptor type
I1-like 1

ataagtgtaacaaaacacataaaggagttaaatgctgaaaactacaagaacactgataaataaaagagacc
taaataaatggaaaaaaaatatatcattaagaattttaagatggcaatgacagcgcattaaaccaagcatg
gggccctgtgcatctgcacaggtcacactcccatgaagccagecccgcactagtatcaagagtgatgtttg
agtctgggtggggtggcttatgcctgtaatctcagcactttgggaggctgagtgggtggatcagectgaggt]
lcaggagttcgaglaccagcctgtacaacatggtgaaaccccgtctctactaaaaatacaaacattagccagg
cgtggaggcacgcatctgtaatcccagctacttgggagactgagacaggagaatcacttgaacctgggagg
cagacctgagatcacgcaactgcactccagcctgggcgacactgtgagactccatctcaaaaaaaaaagaa
tgatgcttgaacttaatactcatagctggtcctgaaaggtgaaggtgtccattgccctgecttcctgacag
actccatgtcacccaccttccacagatgagaatctgcttgaggtttcaccccacacagaatctccaggect
ctgcttcctgcagtgttgggaaatccttctgagtatctaaatctaaatctttgtectttgggectgtttcce
tcttgttctgtcctcactgaatatggggaacagctggtecctctgagtaattaattettgtagacttggac
acagtctgtaattccttttcccttttctcattgggatgactctccagggctttctecaactctggatctee
aactctgacacctcccccaggttctctgtgtgetttggaaggcatggggttcacaagagccccaaagagea
ccagtcaggggccagagggctcagtgctctggggagatggggaagattccagcactgatgaacagactcca
gccccccctgggtectctetteccagectcccaaaatgtactctatttttatctgtttcacgaacgetggtec
agatagtcttccatcccccactgactgttagaagtgactctcagettttgtccatctcgaagtttctgtgce
tcagtgtgcctctcagactaaaggcttcctttgggaagccccgactctegettctcaggacagagatccag
gggttgggggaggaaaaggttgaccagaagccatagcggagcagggagagagagtgtgaaagacagacccg
cggccaggctcccagttctccagctcgtagagggcccaagtggecgctataatctgaaagagcagatateg
taatcccatagtacttcctattggctgcaggacacagttctgtcctgacactgaaatttgggtgtgtcagg
gttctgggaattcacaacgctcacaacttgtgaagcagctgtggggtgggggatggggagggtttcageag
aggaagtgaggtcagtcaataattgatgcctgtctgagcttttagccattatctceccccagectctattee
tgtcaaaaggtggggcggggcaggaggaggggtcecctggctcatcttgtagaatccccatattagagtaag
acaccttagaggtctactcctgcttctaatacccacgtctttccaagtgtctctgaggccaccccctcccce
agccttttcatttattcatttaattaacgaacgccttcattgagggcctcctctgagtcaggctcageccag
ccagcatctttgctatgagctgagataagcatcatttccgtctattctcacaaccaccctatgaggetggce
acggtttactatgcctatttagcagatgggggactgaagcatggagaggtgtcactagcctacggtaacac
aaccagcctgcattcctagtaggtagtttgacttcagagtctctgtggataaccaggaggctaggactaag
accagagtcctgcaggtacttagatggttggagcaaagcagggcagtgaggtcagtgctcccagectgtgce
aggagcatcaggaagagtctgtgtccccctcccctgecggtatgaageccattctgecttcececctecccagetg
ccttgtgtcagcagagttccagggaggctccattccccacctctatctaaagectecatttgetggggtggg
ggccctgectggaaggggaaggtccaaggctgetcccagegtgtcecctecatecctgactgteccctggeggg
gcgggggtgtctttgtcacccagctgcacaacggccaggaagggctcaaaccatcctcagggctaacccaa
ggccgtcctctgggectgtatacccctgtgctgagtgcggatcgggagaggctgctgaagacaggagggga
caaatgggggacgaaggggcccgagggaggggactgaaggatttgggccaagtcgggagttcccgagggeg
gagtcaaaacgcatctggattttgctagccccaaactctgccctcattgctgcaagectectagaccgagg
acccccgggcetgagggtggggtaaggataggtagtgteeccteecccgteccaccccecgectgteeccttectce
ggtggccccttcccggecgecccgattccaggeggecccctecgetgetgeccagecgatcecccecctectacccecce
acccactactccggccgccagacgttgcctacagtctcggetctgtctcccacggectgtgggtceccggaccce
cacgggacccctatgggacccccacaggacccccacggcctgagtccaaggecccgecccctcggggaggeg
gatgtgggaggcccggeccgggtgcgggccagegaccegggagetgcgggeggetyggaggggaggecgec
ctgaggggctgggagcggcgcegggggtgggtcccggtectgcageccccagcgaggggcgageggeggcecag
tcggcgagectgggcaataAGGAAACGGTTTATTAGGAGGGAGTGGTGGAGCTGGGCCAGGCAGGAAGACGC
TGGAATAAGAAACATTTTTGCTCCAGCCCCCATCCCAGTCCCGGGAGGCTGCCGCGCCAGCTGCGCCGAGC
GAGCCCCTCCCCGGCTCCAGCCCGGTCCGGGGCCGCGCCCGGACCCCAGCCCGCCGTCCAGCGCTGGLGET
GCAACTGCGGCCGCGCGGTGGAGGGGAGGTGGCCCCGGTCCGCCGAAGGCTAGCGCCCCGCCACCCGCAGA
GCGGGCCCAGAG



http://genome.ucsc.edu/cgi-bin/hgTracks?position=chr12:50587469-50601120&hgsid=85851951&knownGene=pack&hgFind.matches=NM_000020,

MCM5 (NM_006739) at chr22:34126128-34150494 - minichromosome
maintenance deficient protein 5

tggtgaaactctgtctctactaaaaatacaaaaattaaccgggcatggtggcgcegtgectgtaatcccagce
taccaggaggctgaggcaggagaactgcttgaacttgggaaacggaggttgcagtgagctgaaattatgec
actgcactccagcctgggtgataaagcgagaatccgtctcaaaaaaaaaaagtggtaaggacagattttaa
tcagtaatgattattgcaacagggaagagagttcagtatgaactgaactcagctttaatttgtatagaggt
attttaaagggaggttgaccagcctgggcaatatggtaaaaccccatctctacaaatgaataaataaattc
gccgggeatggtggtgaggttgaggtgggaggattgcacgagectgggaggtcaaggctgcagtgagetgt
gattgcaccaccgcactctagcattggcaacagagaccctgtctcaaaaaaataaataaaaaaaataaagg
aagattgagggaggaaggggtgggcaagtgattagtagagtcagggaagtgaaatattacaaaaggttaag
tcagtgtaaatgcagtgaggctagctgtgtctgccagttggcaatgatcaaagttagaatttttgcctecce
acagagcctgggagacagaggtcacatcctcggttgttgcctggaataaacggtaaacatttaccagcagce
cttgagttttctcaggcaggcaccttagcgggggctggctagagtcattttagagatgttagcagectgtta
gaaactgttagtgtttgtttaagtctttttttcttttctttttttttttttttgagattaagtttcactct
tgtcgcccagactggagtgtagtggcacgatctcggctcactgcaacctccgecteccaggttcaagegat
tctcctgectcaggettccaagtagctgggattacaagcgectgeccaccacgeccggctaagttttgtatt
tttagtagacacagggtttcaccatgttggccaggctggtcttgaactcccgectcagectcccaaaatgce
tgggattacaggtgtgagccacggcgectggactgtettttttttectttttagagatgagtctegetetgt
cgctcaggctgaagtgcagtggtgcaatcaaaactcactgcagtctcaaactcctgggctcaggccatect
cccaccttggcctcttgagtagctaggacaacaggtgtgctccaccatgcccagctaattaaaaaaaaatt
tcaagccgggcgcagtggctcatgectgtaatcccagecatcttggaaggctcaggecgggtggatcacctga
lggtcaggagttcaaggctggccaacatggtgaaaccctgtctctactaaaaatacaaaaaattagccaggce
gtggtggcacacacctgtaattccagctacttgggaagctgaggcaggagaattgcttgaacccaggaggt
ggaagttgcagtgagccgagatcgtgacactgcactccagcctgggcaacagagtgagactctgtctcaaa
acaaaaaaaattataaaaaaatttctagagaagcgggatcttgctatgttgcccaggctggectcaactece
tggactcaagggatcctctcatcttggtctectgaagtgctaggattacaggcatgagccacagtgectat
agatcaaggttgaggcttagaagtgaagggagcccagaggaacctggctagagtttggtcaaggagagtct
ttgtcaccatactacagaaaattaagcagctgttaaacagaatgaggccggtctgggcatggtggctcacg
cctgtaattccagcactttgggaggccgaagcgagtggatcacttgaggccagaagttcgagaccagtgtg
ggcaacatggtgaaaccctgtctccactaaaaatacaaaaattagctgagcatggtggcgcctgectgtag
tcccagctagttgggaggctgaggcaggagaatcgecttgaaccggggaggcagaagttgcagtgagecgag
attgagccactgcactccatcctgggggacagagtgagactccctctcaacaaataaataaacaaataaaa
gcagtgtgttagggtgcgagaacccgggtcggggacgcgggtgagccgegeggtaatcgecctgtectge
caccagctggaggacaggggctcctcagagcctcaggcccagagaacgggccccacgaccgggaagcgaat
actccacagggcacagtctcccaatgcaaaatgggcacctggacccaatcatttctgaacttctagttttt
tctccctatggctatgaaaagggtcattttttttcataggactttaaaagaaggcttaagaaaagcacgca
ggcctggccgggtagctcacgccagtaatcccagtgetttgggacgtcaaggcaggecgggtecgettgagag
tagagtttcgagacctgggcaagatggtgagactccgtctttatgaaatattttaagaaaatcacgtacac
ctgtggtccccgctacaagggaggctgaggcggaaggattgettgagcccaagaggttgaggctacagtaa
gccgtgatccagccactgcactccatccccggcaacacaacgagaccatgcgtcaggaaaaaaaaaaaaaa
accaagaaaataaaaaagaaaccacctaaaggcgtcctccgcgecgeccgecccteecgecatetttgegtece
gccccgtectgcgecgcecacttecttcccageccagaagtttecgegeccaaattgttccgcacacaaaatgga
gcccggaaggaggcegaggtcatgcactttgcagccaatcatcttcggcagacagtccgggecggeggggetg
gagggctcagaacggtccaatcgctggccgecgaggceteccggcgaaccaatgggagegcageggcetgeggeg
tccgaacaccgectcttgtTTTTCCCGCGAAACTCGGCGGCTGAGCGTGGAGGTTCTTGTCTCCCCTGGTT
TGTGAAGTGCGGAAAACCAGAG



http://genome.ucsc.edu/cgi-bin/hgTracks?position=chr22:34126128-34150494&hgsid=85851951&knownGene=pack&hgFind.matches=NM_006739,

VEGF (NM_003376) at chr6:43845931-43862199 - vascular endothelial
growth factor isoform b

ggtgtggcccagaaggcagggcagagctagettectgggttecttcagecectgcaaggtttgggactetgt
ccacaggtccagacccagtacttattatgaactgttgggggtgcatcctggtgccagcactgaggaagtta
aacgagctttcttctccaagtccaaagaggtacccgtacccctgaggtggggagggggagcaggaactttg
agccagtgggggtgtgcttcaaattcccaggagtagaccagcatctctggegggtgccacattttttcage
cctcatagggagtggcaggtgctcaatggtaggggaaaggctgtgggcaggagccaggggtectgtctgat
gggctgggcettggttttcttgacctgecctgecctgctecttgagaaacctggaccagggcatatggtgaatgce
agggggctggcaggtggggagggcttgaacacaggaggaagcaggagtccatgctctctggecttctgagg
agtgggcaggcctgagtgagggtcactgaccaggcagggcctctgggtatgactggagccctggtgggtag
atgtcatcagcatgggtcctggggagggacaggcaaagggagataaggggagtcctgccccaccccagetg
cacccagaccgggaccctgggaacccaagcctgcacagecgectttgtggagctgagecgaggcataccgtgt
gctcagccgtgagcagagccgccgcagctatgatgaccagctecgctcaggtagteccccaaagtctccac
gaaccacagtccatgacaagtctgcccaccaaacacacaggtacagtaatcctgccctcagcettgcecccac
ccccaggtctcttgggtagtctcatttccacaatgtcccttectctgecctecccagcagctectggacacce
cccaacgcacagtactggtcccagtttcacagcgtgaggccacaggggccccagttgaggcagcagcaaca
caaacaaaacaaacaagtgctggggtactgcctcctcctcatgectggcgggcatgggectgcactacattg
ccttcaggtgatgcctgttctcccecggggtgatgggcagagggcaggagggtgggtgaattccagtgtggt
cagccagtcctccacagcacctcgtggcccgtactcttgtgtctctcaagctaagagectgcttgaagttgg
tctctggagcectctecttacttattaaaggcagcgctgcaccaagagctaacgttgtcatttacagttttt
catatttcgaatgtaaatctttcatgctggctgccaggaagggattgagccaaacaaaatcaagcacaagce
agcaaatgcagcacagctcattcatttggcagtaggcatctccctgeccactctcacgcgtgccacggaget
gattctctttattctctttttttecttttttttttctttgagatggagtctcactctgttgcccaggetgca
gtgcagtggcgcaatctcggctcactgcaaccccacctctgectcccaggttcaagcaattcttctgtctce
agcctcccgagtagctgggactacaggcgtccaccaccacacccggctagttgttttgtatttttagtaga
gatggggtttcaccatattggccaggctggtictcaaactcctgacctcaggtgatccacccgectcagect
cccaaagtactgggattacaggtgagagctaccgcgcctggccacaaagccgattttctatagcagatacce
taaaggccagtgcccactgctagcagcctgcctagttcagtgatggagttagacgcataccctttctagtce
ttctgggaggagcacccccatgtccacagctgctgtcacacctcaaagtgaccagggacttcggatgecat
tggaccctagacaagccagggccactctgagccctccctatctatcacaggaagggttagactgaggttcce
taaccctgtgtaagggtaaaaagctgtgaggcccctagagtggggtggaagggggcaggacttcagggaca
gcaggaattggattcccagggttaattgtgacccattgcaggaaggtgaagcagatgcaccttaacttcat
ggatgaaaaggatcggatcatcacagccttctacaacgaagcccgggcacgggcecaggtctgtecctgetce
tattctgctccctgctccctgtccaggaaccacacttcgggatccctatcccaaccacccaggtgecctcet
cctccagggccaacagaggcatccttcagcaggagcgacaacggctagggcagcggcagecgcecaccatcece
gagccaacccaaggccccgagatcgtgccccggggcgecggeccctgaggggcetcacctggatggggectg
cagtgcgttcccgetttgcttecttecctggacggcccgetececccgaaacgcgcgcaataaagtgattege
agagctcgtgtccggctccctccttaaggcccgacgccceccggecccggectcgccaaggggcagcgcccece
gccctccgggtagtggecggcggcgactggggageccagectectgggeggtgegtecccttteccctgecg
cggcgggaggcgggagggggtgtgtggaggaggcgggecccgecgacggcectcgcccccccaccccgecgce
cccgeccccgecccacgggcecggtggggagegegtgtetgggtcacatgagecgectgecccgecagecegg
gcccagccccccgecgecccecgecgtcccecgecgecgetgecccgeccgecaccggccgcccgcccgcccggce
tcctccggecgectecgetgegetgegetgegetgectgcacccagggctcgggagggggccgeggaggag
tcgccecccgegeccggcccccgeccgecgecgceccgggceccgegecatggggetetggetgtecgecgeccce
ccgcgcecgecgggetaggGCCATGCGGGCGCCCCCGECGEGCGGCCCCGGCGGGCACCATGAGCCCTCTGC
TCCGCCGCCTGCTGCTCGCCGCACTCCTGCAGCTGGCCCCCGCCCAG



http://genome.ucsc.edu/cgi-bin/hgTracks?position=chr6:43845931-43862199&hgsid=85961858&knownGene=pack&hgFind.matches=NM_003376,

SIN3B (NM_015260) at chr19:16801218-16852164 - SIN3 homolog B,
transcription regulator

tgtgagcaaacattcaggtgattccagcccccagactttgagccacccagctgatgccaaggttgagttat
tcctcccaagectgeccaaattgcagattgaagagtaaaatgaatgtctettttctttctttttttttttt
tttcaagacagggtcttgctcttgctctgttccccaggectggagtgcagtggcgcaatctcagctcattge
aacctccaccttctgggttcaagcgatactcatgcctcaacctcccaagtagctgggattacaggtgtgtg
ccaccacacctggctaattattgtatttttagtagagatgggatttcaccatcttgtccaggctggticttg
laactcctggcctcatgtgatccacccacctctgcctcccaaagtgctgggattacageccatgagccacttg
ccccgtgaatgttgttgtcatttgaagcttctaagtcttgagectgectttttattttcttttacagaaagcec
cagaccttacaatgtttttattttttctctccatttttctttctttttaatgtttttgtacagatgggatc
ttgctatgttgcctgggctggtctcaaactcctggcecctcaatgcatgcccccaccttggcectcecccaaagtg
ctgggattgtcaagggctcatttgttacacagtcatagcaacagaaatttaggaactgttacatgtatacc
ttctctttaaagtatttgttacatgtgaaactttacatttgtgtgattactagattcctgtctatcctgag
agactaaaagctcttaacggccaaatttgcgttcctttttaccattctattcctgacacttagcaaggtgce
ctggtaaatgatgcactcgatgccaatttactctcaactttcctgcacctcttcacttataaaaagagaaa
gcacttggtcattaattgaacgttcacttatttgatgaatgctgactgagagactgtgtcagggatttgta
ttagagacggacacaaaacaaatatgaaatacaagggactgaggggagacatagaaggggactgggaacac
ttcctgagggaaagggatatttgggectgcgtttagaaggatgtataggtgttttctgaataacaaagaggc
atgacagtacttctggcaaaggaaatggtgagtgccaatgcttgggaccaggaagcagccaggttggtcag
gcaattgtgtgaagttctgcacagaggcaggcagtttgcttggaaaatcctgcaggaaaaggttcctaagg
accaattctgacagcctgcaatgtaggtgcttagatttcatctcattagaaataggaagaccttggaggtt
tggaaggagtggtggaaaaagtggagttttttgtttttctgtttttttttttttaagagatgagatgctct
ttaaaaaaaaaaaaaaaaaaaagcactgctatgcttcccaggctggggtgtgcagtggcaagatcatggcet
cactgcagccttgaactcttgggcatgagcaatcctgcctcagcctcccgagtagectgggactaaacgtgt
gcaccaccacgcccagctaattttttcattttattttattatttaattaattaattaattaattttttgag
acagagtttttgctcttgttgcccaggctggagtgcaatggcgtgatcttggctcactgcaacctccgect
cccgggttcaagcaattctcttgectcagcctcccgagtagctgggattacaggcatgcgeccacaaagccce
ggctaattttgtatttttagtagagacggggtttctccatgttggtcaggctaatctccaactccagacct
caggtgatctgcccgectcggcgtcccaaagtgctgggattacaggcgtgagccacggecgeccagccaatt
ttttcattttctttttetttttttcaaggcccggctaattttttgtatttttagtagagacggggttgeac
cgtgttagccaggatggtctctatctcctgacctcgtgatccgtccgectcggectcccaaagtgctggga
ttacaggcgtgagccaccatccccagcctagagttcttgatagtatcagggctgagaaagtaccagagtta
gagccaggtggggtggcactaaaagtacaaaaaattagcagggcgcagtggcgggcgcectgtagtcccage
tactcaggaggctgaggcaggagaatggtgtgaactcgggaggcggagcttgcagtgagcggaaatcgege
cactgcactccagcctgggcgacagagcgagactctgtctcaaaaaaaaaaaaaaaaaaaaaaaaaaaaaa
agaaagtaccagagttaggaggctcctaaactggtccagatgggaagtgacggggccaaggatagggaagt
gaagatgggaggagtaggactaacttaaaggccatttagcaaaaattcaccacgcaaggccctatattagg
gcgctgggggctcatacctcatcgtcccgtcaactctataaagcaggggccaacaaactttttccataaaa
ggccagatcgtaaatacttcagggtctgcagatctgtaggatctttagcaactacctactctgttgtaagg
Ccgaaagcaggcagagaagccaggtaaacgcgtgggcgtgtctgtgtgctaataaaactttattcagggacc
ctcaaatgtgaatttcacaaacttttcacaggtcatagactattcttctttggatttttcccccggectatg
taaacatgtaaaaataattctgagcttgcggggccggacaaagtaggcggcgggtcttggctcgectaccc
ctgctatataaatcattaattatgataccaatcttaaggagaaggtcttcagaagagtccctcaaagagca
ccgcccctcaacgtcatcaaaccccgectccaaaggcggaggctgecgcatgecgecggcaggacctcgggegg
gggcggggcggggegcagCTCCCGACTTCGGACATGGCGCACGCTGGCGGTGGCAGCGGTGGCAGCGGTGCC
GGCGGCCCCGCGGGCCGGGGGCTGAGCGGCGCCCGCTGGGGTCGCTCGGGCTCCGCAGGCCACGAGAAGCT
GCCGGTGCAC



http://genome.ucsc.edu/cgi-bin/hgTracks?position=chr19:16801218-16852164&hgsid=85989443&knownGene=pack&hgFind.matches=NM_015260,

