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Nucleotide Position Along Chromosome 1 

80

70

60

50

40

P
e
rc

e
n
t A

T

2.0

1.5

1.0

2.0

1.5

1.0

0.5

S
P

A
P

B
1
8
E

9
.0

6
c
,S

P
A

P
B

1
5
E

9
.0

1
c

S
P

A
P

B
1
5
E

9
.0

2
c

T
f2

-5
,S

P
A

P
B

1
5
E

9
.0

3
c

S
P

A
C

2
7

E
2

.0
1

S
P

A
C

2
7

E
2

.0
2

S
P

A
C

2
7
E

2
.0

3
c

p
r1

5
3

S
P

A
C

2
7
E

2
.1

1
c

S
P

A
C

2
7
E

2
.0

4
c

S
P

N
C

R
N

A
.9

7

c
d
c
1
,m

is
1
,S

P
A

C
2
7
E

2
.0

5

S
P

A
C

2
7
E

2
.0

6
c

p
v
g
2
,S

P
A

C
2
7
E

2
.0

7

T
f2

-6
,S

P
A

C
2

7
E

2
.0

8

A
T

1
1
2
9

A
T

1
1
3
0

R
e
la

ti
v
e
 C

o
p
y
 N

u
m

b
e
r

(T
w

o
 h

o
u
rs

 i
n

 H
U

)

R
e
la

ti
v
e
 C

o
p
y
 N

u
m

b
e
r

(F
o

u
r 

h
o

u
rs

 i
n

 H
U

)

AT content

S
P

A
C

1
.0

2

Probe name & position

A
T

1
1

2
9

AT island name & position Heichinger et al. origin

Feng et al. origin (wild-type) Feng et al. origin (cds1∆) Hayashi et al. pre-RC (strong/early) Hayashi et al. pre-RC (weak/late)

Wild Type Gene position & orientationcds1∆ rad3∆


