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RTGGCCGAGCCTGCCCAGAAGAAGGCCAGGACCGAGCGCATCTTCCTCTTTTCCTCTGAGTCTGTGAACGAGGGCCACCC
M|A E P A Q K KAURTEI RTITFILTFS S E S VNZETGH P

CGACAAGATCTGCGATCAGGTCTCCGATGCAGTCMGGACGCTTGCTTGACCACCGACCCCCAGAGCAAGGTTGCCTGCG
Q DA VUL DA ATCTL Q

AGACGGCCACCAAGGACAACATGGTC "ACCACACAGGCCAAGATCGACTACGACAAGGTCGTG
ETATI KU DN NMV VMU VAGETITTOQATZ KTITUDYDI KVYV
CGAGGCGTCGTCGCCAAGATCGGTTTCGACAGCTATGTTGACGACCTTTCCAGCGTCGACTCCAAGGGTCTCTCCGACAA
R G V A I G D Y D DL S S VDSKSGUL S DK

GACCTGCGAGGTTCTTGTGCGTATCAACMGCAGTCCCCCGACAJ(,b(, 'GTGCACGTC TTGG
C N Q I AG GV HV G KEDTL

ACATCGGTGCCGGAGATCAGGGAATCATGTTCGGCTATGCGAGCGATGAGACTGAGGACGCCATGCCGTTGACTCACTCC
D I A G DQGIMTFGYA ASDETEUDA AMZPTLTH S

ATCGCCACCAGGCTC CTTGACAGAC! AGA TCCGCCC AAGAC
IATRLGKTLTDVRKSGLLWWLRPDGKT

TCAGGTCACC CTCCAGAAGTCCGACGGCTCTGTCGAGCCCC CACACGGTC TCCACCC
Q vT I E Y L Q K S DG S VEU?POQI KTIHTUV VI S

AGCACGCCGAGCCTCTCAAGGCTTTGAGGAGCAAGGAGGTCGCTGGCTGGACAGGCGCCGAGGCGACTGCGCCCAGCMG
Q H A E L RS KEVAGWTGAEA ATA AP S
GAGGA GTC TCTGTC ACCC 'GGCAAGCCTGC

EEMNIKTLTIVETEUVV K KTIULSETITTULI KNGTE K P A

C'I'I‘GACCCTCTTCGGCGACCACACCCACCTGCACATCAACCCGTCTGGCBAG’I'N‘I I'C CTCAGGGCGATG
D HTHTULH K F I I G G P Q G D
CCGGCTTGACTGGCCGCAAGATCATCATCGACACGTACGGTGGC 'CCACH GCCTTCTCTGGCAAG

A G L TG RIKTITITIDTYSGSGWSGAHG GG GG G ATF S G K

GACCCCACC: CCGATCTGCGGCCTACATCTGCCGTC 'CAAGTCCTGC AGA T AA
D PTEXKVDIRSAAYTIU CRA QMATI KT ST CUVIEKSGTUL CK

GCGAGCCCTCGTGCAGCTTTCCTACGCCATC! 'CAAGCCGCTCTCCCTCTTC CTACGGCACTGAGC
R ALV QL S YATIGVAIKU®PILSTU LTV FUVETYGTE

CCTGACCGCCGACGACATCACC! T chuhﬂCCTGGTGCCATCGCCAAGTCT
Q GALTA ATDTDTITTI KV VTVTE KMETFTDA ATR P I

TTGGCCCTTCGCGAGCCCAAGTACCAGGAGACTGCTGCCTACTGCCACTTCGGCC C 'CA GT
L A LREUPIKYQETA AA AYT CHT FS G RIEUPYTIKTDGV

CAAGTTCTTC CCC TTGTCC TTCCGCAC: CACCGCCTTGA
K F F E W EN P K DL S K Y Q K M T S A Q V D T

AGGGCAGCAACTTCCTCACCAAGTGGGTGGAC GAGAGCCTTGCCGACTGCTCTCACCTCTCGCATATTTTGTCTT
K G S NF L T KW V D

CTTTTCTGCATGCACTCCTGCGAGTTGCTTCCTC ATGCCTC CATGCCTTTT TGTA
TGTAGCTGC “ACTTCTTTCTGTCACTCCTGCGAAATCCCGGCGCCCCCTTCARGGGCACGTGCGTTTGC
CACAGGTGACAGGCAGGTTGTCTTCCTTCC! TACACTCCCTGGACAGGCCCC CAGAGAACTTTCCN
CCTTTGCCGATCTTCTTTGGCTTCTGACCTCTGAAGGCTTCGGCAG&GTGN CTTGTTACCCTCAAGC ATGTG
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