Escherichia coli

Oryza sativa

Leishmania infantum
Crypthecodinium cohnii
Plasmodium falciparum
Homo sapiens
Saccharomyces cerevisiae

Escherichia coli
oryza sativa

Leishmania infantum
Crypthecodinium cohnii
Plasmodium falciparum
Homo sapiens
Saccharomyces cerevisiae

Escherichia coli

oryza sativa

Leishmania infantum
Crypthecodinium cohnii
Plasmodium falciparum
Homo sapiens
Saccharomyces cerevisiae

Escherichia coli
oryza sativa

Leishmania infantum
Crypthecodinium cohnii
Plasmodium falciparum
Homo sapiens
Saccharomyces cerevisiae

Escherichia coli
oryza sativa

Leishmania infantum
Crypthecodinium cohnii
Plasmodium falciparum
Homo sapiens
Saccharomyces cerevisiae

Escherichia coli
oryza sativa

Leishmania infantum
Crypthecodinium cohnii
Plasmodium falciparum
Homo sapiens
Saccharomyces cerevisiae

Escherichia coli
oryza sativa

Leishmania infantum
Crypthecodinium cohnii
Plasmodium falciparum
Homo sapiens
Saccharomyces cerevisiae

Escherichia coli

Oryza sativa

Leishmania infantum
Crypthecodinium cohnii
Plasmodium falciparum
Homo sapiens
Saccharomyces cerevisiae

/ " Entranc
. of ATP
binding s

mobile
non-visible
loop

¥ Kk kX ¥k kkk kk X% kKK
-------------- MAKHLFTSE SVSEGHPDKIIADQTSDAVLDAILEQD PKARVACETYV

——————————— MAALDTFLFTSE DKEL.CDQVSDAVLDACLAEDPDSKVACETCT
HSILFSSEHVT DKELCDQVSDAVLDACLAGD PFSKVACE SCA
‘MAEPAQKKARTERIFLFSSE DKILCDQVSDAVLDACLTTDPQSKVACETAT
—-==-----MSQLKIKRGNFLFTSE DKILCDQISDAILDSCLREDPYSKVACEVCA
MNGPVDGLCDHSLSEGVFMFTSE DKIL CDQISDAVLDAHLKQD PNAKVACETVC
————————————— MAGTFLFTSE SVGWCDQVSDAILDACLAEDPHSKVACETAA
KTGMVLVGGE ITTSAWVDIEE ITRNTVRE IGYVH: ~SDMGFDANSCAVLSAIGK
KTNMVMVFGE ITTKANVDYEKIVRETCRNIGFVS —~ADVGLDADHCKVLVNIEQ

KTGMVMVFGE ITTKAVLDYQKIVRNTIKDIGFDS------~--, -ADKGLDYE SCNVLVAIEQ
KDNMVMVAGE ITTQAKIDYDKVVRGVVAKIGFDSYVDDLSSVDSKGLSDKTCEVLVRINK

KKNYIFIFGE ITTKAKVNYDKVTRDVLKHIGYDD -ESKGLDYKTAEIKVSIDE
KTGMVLLCGE ITSMAMVDYQRVVRDTIKHIGYDD —-SAKGFDFKTCNVLVALEQ
KTGMIMVFGE ITTKAQLDYQKIVRDTIKKIGYDD -SAKGFDYKTCNVLVAIEQ

QSPDINQGVDR-AD- PLEQGAGDQGLMFGYATNETDVLMPAPITYAHRLVQRQAEVRI

QSPDIAQGVHGHFTKRPEE IGAGDQGHMFGYATDE TPELMPLSHVLATKLGARLTEVRKN
QSPDICQGLG-NFD--SEDLGAGDQ 'GYATDETE TLMPLTYELARGLAKKYSELRRS
QSPDIAGGVHVGKE--DLDIGAGDQGIMFGYASDE TEDAMPLTHS IATRLGKTLTDVRKS
QSPDIAQCVHENRS--PELIGAGDQGIMFGYATDETENYMPLTHHYATLLGKRLTEVRKL
QSPDIAQCVHLD] DVGAGDQGLMFGYATDE TEECMPLT I ILAHKLNARMADLRRS
QSPDIAQGVHEEKD--LEDIGAGDQOGIMFGYATDE TPEGLPLT I LLAHKLNMAMADARRD

GTLPWLRPDAKSQVTFQYDDGK-- - IVGIDAVVLSTQHSEEID---—---=--—--
GTCAWLRPDGKTQVTVE YRNESGAR- -~ ~VPVRVHTVLISTQHDETVT

GSLEWARPDAKTQVTVE YDYDTREGKQVLTPKRVAVVLI SAQHDEHVT-——-————————
GLLWWLRPDGKTQVTIEYLQK--SDGS-VEPQKIHTVVISTQHAE PLKALRSKEVAGWTG
GILPYLGPDGKTQITIEYKNKGSCGGH-LEPLRVHTVLISTQHAEDIK-
GLLPWLRPDSKTQVTVQYMQODNGAV-~--~-IPVRIHTIVISVQHNEDIT
GSLAWLRPDTKTQVTVE YKDL VPQRIDT QHADEIT

X X Xk kkx
—————————— -ATKFFINPTGRFVIGGPMG

~KTIFHLNPSGRFVIGGPHG

—-ETKYWLNPSGRFVRGGPHG

AEATAPSMEEMNKLIVEEVVKKTLSE ITLKNGKPALTLFGDHTHLHINPSGKFIIGGPQG
——————— YEQLKTDLMENVIKYVIPEKLLDN----------ETLYYLNPSGKFVLGGPAA
LEEMRRALKEQVIRAVVPAKYLDE - ~DTVYHLQPSGRFVIGGPQG
TEDLRAQLKSEIIEKVIPRDMLDE - —~NTKYFIQPSGRFVIGGPQG

DCGLTGRKIIVDTYGGMARHGGGAFSGKDPSKVDRSAAYAARYVAKNIVAAGLADRCEIQ 29
DAGLTGRKIIIDTYGGWGAHGGGAFSGKDPTKVDRSGAYVARQAAKSIVASGLARRCIVQ 3
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DAGLTGRKIIVDAYGGASSVEGGGAESGKDY SKVDRSAAYAARWVAKSLVAAGLCKRVQVQ

VSYAIGVAEPTSIMVETFGTE--KVPSEQLTLLVREFFDLRPYGLIQMLDLLH-~--P---
VSYAIGVPEPLSVFVDTYGTG--RIPDKEILKIVKENFDFRPGMIIINLDLKKGGNGRYL
LAYAIGVAEPLSMHVETYGTG--KYDDAKLLE IVKONFKLRPYDIIQELNLRR---PIYY
LSYAIGVAKPLSLFVETYGTEQGALTADDITKVVKME FDARPGAIAKSLALRE
ASYSIGIANPISLNVNSYGTVSTGYTDYDLEQIILRNFDLRPGFIIQELKLTE
VSYAIGVAEPLSISIFTYGTS--QKT-EELLDVVHKNFDLRPGVIVRDLDLKK:
FSYAIGIAEPLSLHVDTYGTA--TKSDEEIIDIISKNFDLRPGVLVKELDLAR
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