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Exon 1 Exon 2 Exon 3

B

A
-206                                              CAGTAAGCTGACTGTTGGGCGTGATC 
 
-180 AGTGACATCTGAATTGCTTTAAGAATCCACTGGGTGATCTTTGGTCAAAGAACTGTCACCAAAATTGGAGAGTGAAATACAAACTCCAGA 
 
-90  ACTCAAGAAAAAAAAAAGAGAAAGAAACGAATGCAAGGGTTCCCTGCTTGAGCTCAGTGTTTTCTACAATGTCCTTGGGAGGACTCCAGG 
 
1    ATGTCGGTGCTTCTGCTGGCCAGCATTCTGTTGCTGATCTTGCAAAGACTGGCAGGGTCCCACCTTATGATGGATATGGCTCTACATTCC 
1    M  S  V  L  L  L  A  S  I  L  L  L  I  L  Q  R  L  A  G  S  H  L  M  M  D  M  A  L  H  S 
 
91   TTTGATGACCAGTACCTGGGTTGCAGAGAGCAGATGATGGAAGAACTGGAGCGGGGAGACTATTTCCAGAAGGAAATAGCTGCTAGTAAG 
31   F  D  D  Q  Y  L  G  C  R  E  Q  M  M  E  E  L  E  R  G  D  Y  F  Q  K  E  I  A  A  S  K 
 
181  AACTATTCGAGCCTCTGGAAGAAGGCTCAGGAAGCTTTGTTGAAGAGCTCTGTAGGTCTCCTGAGGGAGATGCATGACAGTCATGCCACC 
61   N  Y  S  S  L  W  K  K  A  Q  E  A  L  L  K  S  S  V  G  L  L  R  E  M  H  D  S  H  A  T 
 
271  GCCCTCATGGCTTACACCATGAATTCTTCCCTGCACTCTCAGCTGAATTGGGCCACATCCACAGCAGGAAGGTCTCCAGAGCAATACAGA 
91   A  L  M  A  Y  T  M  N  S  S  L  H  S  Q  L  N  W  A  T  S  T  A  G  R  S  P  E  Q  Y  R 
 
361  CACAACTTCAGCTTCAAATATTTTCACTTTTACCTAACGACAGCCATCCAGATAATGAAGCAATGGCAGAGCAGCAAGGACAACGTAGGG 
121  H  N  F  S  F  K  Y  F  H  F  Y  L  T  T  A  I  Q  I  M  K  Q  W  Q  S  S  K  D  N  V  G 
 
451  AAACGCCACTGCTACCGGGTGCACAGAGGTGTAAAGGACTTATATATTAAGGCTACAGTTGGCAGCATGGTGCGATTTGGCCGTTTCACC 
151  K  R  H  C  Y  R  V  H  R  G  V  K  D  L  Y  I  K  A  T  V  G  S  M  V  R  F  G  R  F  T 
 
541  TCCACCTCTCGCCTCTGGAATGAAGCCCAGAAATTTGGGAATGAAACTTTGTTTACGGTGACAACCTGCCTGGGAGCAGCTATGCAAGGC 
181  S  T  S  R  L  W  N  E  A  Q  K  F  G  N  E  T  L  F  T  V  T  T  C  L  G  A  A  M  Q  G 
 
631  TTTTCTTACTACACATCTGAGAAGGAAGTCCTCATTCCCCCTTATGAGATATTCCTTGTCAAAAACTTCTTTCGGACACGGCGTGGTAAC 
211  F  S  Y  Y  T  S  E  K  E  V  L  I  P  P  Y  E  I  F  L  V  K  N  F  F  R  T  R  R  G  N 
 
721  CGGCTGCACCTGCATTCTGTGGGGAACTACAGCAAGTACCACTGCCAGCTCTTGGAAGCTTCAAGAATCAAGAACGGTGGTTCTACTGCC 
241  R  L  H  L  H  S  V  G  N  Y  S  K  Y  H  C  Q  L  L  E  A  S  R  I  K  N  G  G  S  T  A 
 
811  TCTGCCGCCATCATTCTTCCTAGTGTAATTGGTGTTTTCTTGTGCTTGGCCAAGCAATGACCGATTCTCTGGCTACATCCAGATATATAC 
271  S  A  A  I  I  L  P  S  V  I  G  V  F  L  C  L  A  K  Q  * 
 
 
901  ACTTGAATAACAGGCAAGAAAAAAACCAGCTGGACGAACTGCTTGGCTTTCTGAGCAGCTCCATGAAAGCTTGGTGCTGCCATTCCATTG 
 
991  GAAATCCAATGTCAAGAAATGCAGAACTTTAGGCACCTGAGAAACGCTAGCATTGGAAATGAGGGCACGTAGGGAATGTGAGTGTCCTTG 
 
1081 TTTTTTGAGAAGACTGAAATGAGTTGTCTGACACTCAGTATTTCTGACATCAGATATAGACACATGCAATGGCAGAGACCATCATGTAAT 
 
1171 TATTTAAATGTAGTATCGTGTTCTATCAGACTGAACAGCTTCTGCTACAGAAATCCTGAAATGTGTTTGCCTGTGCAGTTTGAACAGATT 
 
1261 AAATGCTGAACTATTTTACGATTAGCTTGTTCTGTATGTATATTTCACACCATAGTTTTGTTTCTTTTGCTCTACCATTCATTTCAAATA 
 
1351 ATTGATTGACAGAACTTTATTATTTTTCCTAAATGCTCAGACACACTAAGTACAGATTTCAAACTGGGAAGATTAGAAACAGCTGTCACA 
 
1441 GGTACGTCTTGAATGTGTGTGTTCAAGCTTGCTCGAACTCCTTCCTATGTGAGAATTAAAGGAAGCAAGGTGGACTTCTAGCACGTTGGC 
 
1531 ACATTTATGTCTCTTGCAACTTTTCTGTTATTGCTGGGATGCATTCTTCAATCATTTTAACAAAGATTTGGAATGCTTCACACGGCGGCC 
 
1621 TCAGTACCCTGAAAGCCTCCTCTAAGCTGTCAGCTGCTACTTTCAGGCTTTTCTTTATGGATCTGTGTCCTCGGAGTAGGGTCTGTATGA 
 
1711 AAGCAAAAAGTGAAGAGTTGGAGGATATAGAACGAAGCTTGAGCTGTTGTGATGTTTCACCTGAGGAGGAGCCGCCTTCTGTGGTACTCG 
 
1801 GTGTCCCGTTCTGTTGCAGCATCTTAATGATATCAGCATAGTCCATGAGAAGTTCTGATACGTGGAGGGACAAAGCAGGTGAACTCAGTA 
 
1891 ACTGCTCCATAGCAGACTCGACAGTGCCAGGGAAATTATCGTGTCTTAACAACACTGCAACGAGTGCGCCCAAGATACTTCCTATAATCC 
 
1981 CCTTATAATTCTCATAGATATCTTTCACTGCAGCCATTTTTTCCTGTAGAGAGATGATAGGACCGGTAATTTTAGCATACAACCTTTGCT 
 
2071 TCATGCTTTCCTGTACATCTTTGTCTTTTGTTTCCATTGTGGCTTGCATCTCTTTTAAAGCATTGACCAGGAGCTGCAGGTTCTCTTTAA 
 
2161 TGCTGAAGTTTTCCTTTACTGTCATGATGGGGAAGTTGGTGCCAAGATGGTGATTAAGGATCCGGAATATTGTGTTGGTTGCAGAGACAT 
 
2251 AAATGTACACTAATTCATACAGGTTCTGGCAGGCCTTCAGCAGCCTTTCTTTGTCACTGCTTAAACCGAGGCGGGCTAACATTTCTGAAG 
 
2341 GAGGTGTCTGGCTCTGAAAAGCAAACAGAGGAAATCCAGATGACACAGAGGGAGAAATACAGATATTTTCAGCTAGAATGTCACATTTCC 
 
2431 GAAACGAATATTACAAATCATTGAACTACCTTACTCTCCCCACAAGACCCCAGTGTTAGAAAAAAACACAGAAAAAGCTCTTAGCCAGCC 
 
2521 TTTACAGTGGTCTTACCAAACTGGTCAGCAAAATATGGTGTCAGAAGCTGCAGGTATGGTTATTCTTATGGATGCAGGAGTTATGGATCT 
 
2611 GACCGTCAGCATGTCATCTGAAAAGCAATAGTAGAGGTGCAGATGGGTTATTTTCACCTTTGATATTTATTGGTAAAGTTGTCTAAGTCC 
 
2701 TCTCAAACAATCTACACTACATCATCCTTAGAACTATAATCCTTCAGTTTGCATATAGTAGTGGGTATACATAAAATTAAACATATTACA 
 
2791 GAAGTCTTCACATGTCCTACATGTTGGGCTTTTTTTATTGTTCTGAGAACAGTAAGTTATACCATCCCCTTTCAGCAATGGCCATAGATA 
 
2881 CTTCTGCCATAGGCAGATGGATTCATGCTGTCTTTATTCTCTTCAGGAACAAAAGGCCTTTGGAGGACCTAAGAATCGTGAACTAGTGTG 
 
2971 AAATAAATTATAATGTGTTAAAATTAAAAAGAAGGGGAAATGAGGAAAAAAAAAAA 
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