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244.5 244.2 243.8 243.5 243.2 242.8 242.5 242.2
‘ Ubiquitin like domain (UBD)
melanogaster MLELLQFGGKTLTHTLSIYVKTNTGKTLTVNLEPQWDIKNVKELVAPQLGLQPDDLKIIFAGKELSDATTIEQCDLGQQSVLHAIRLRP—f-—-————-- PV
gambiae MLAIFSFGKKKLSNYLSVYVKTNTGNTLAVDLEPHMD IKDVKEMVAPRLGLEPQELKIIFAGRELSDTTTISECDLGOQSIIHVVKSRPT---AITTPQ
norvegieus = -—-----—---—-——--—--- MIVFVRFNSSYGFPVEVDSDTSIFQLKEVVAKRQGVPADQLRVIFAGKELQNHLTVQONCDLEQQSIVHIVQ-RP SHETNASG
musculus =  —=——=———————————d MIVFVRFNSSYGFPVEVDSDTSILQLKEVVAKRQGVPADQLRVIFAGKELPNHLTVQNCDLEQQSIVHIVQ-RP SHETNASG
sapiens = = o——-———————————+ MIVFVRFNSSHGFPVEVDSDTSIFQLKEVVAKRQGVPADQLRVIFAGKELRNDWTVQNCDLDQQSIVHIVQ-RP GQEMNATG
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Unique parkin domain (UPD)
melanogaster QRQK--IQSATLEEE-EPSLSDEASKPLNETLLDLQLESEE-RLNITDEERVR---- FFVHCS-QCDKLCNGKLRVRCALCKGGAFTVHRDPECWD
gambiae KRQAKPALNATISEEPSPEEQQQHNKPLSETMSELTVLDE--RNGDQSIPIGR----T FFVYCS-QCEKVCTGKLRVRCGICGSGAFTVHRDPTCWD
norvegieus GDKPQSTPEGSIWEPRSLTRVDLSSHILPADSVGLAVILDTDSKSDSEAARGPAAKPTYHSFFVYCKGPCHKVQPGKLRVQCGTCRQOATLTLAQGPSCWD
musculus GDEPQSTSEGSIWESRSLTRVDLSSHTLPVDSVGLAVILDTDSKRDSEAARGP-VKPTYNSFFIYCKGPCHKVQPGKLRVQCGTCKQATLTLAQGPSCWD
sapiens GDDPRNAAGGCEREPQSLTRVDLSSSVLPGDSVGLAVILHTDSRKDSPPAGSPAGRSIYNSFYVYCKGPCQRVQPGKLRVQCSTCRQATLTLTQGPSCWD
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Unique parkin domain (UPD) RING1
melanogaster|DVLKSRRIPGHCESLEVACVDNAAGDPPFAEFFFKCAEHVSGGEKDFAAPLNLIKNNFKNVPLCLACTDVSDTVLVFPCASQHVTCIDCFRHYCRSRLGER
gambiae DVLKRKRITGHCENYEVPCVENDEGEPPFTEFYFKCSEHSSGGEKDFAAPLSLIKTNHKNIPLCIACTDTSETILVEFPCVAGHVSCLDCFRQYCVTRLLER
norvegieus DVLIPNRMSGECQSPDCPGTR-----—--- AEFFFKCGAHPTS-DKDTSVALNLITNNSRSIPLCIACTDVRNPVLVFQCNHRHVICLDCFHLYCVTRLNDR
musculus DVLIPNRMSGECQSPDCPGTR-----—--- AEFFFKCGAHPTS-DKDTSVALNLITSNRRSIPLCIACTDVRSPVLVFQCNHRHVICLDCFHLYCVTRLNDR
sapiens DVLIPNRMSGECQSPHCPGTS----—---- AEFFFKCGAHPTS-DKETPVALHLIATN RNITuITCTDVRSPVLVFQCNSRHVICLDCFHLYCVTRLNDR
* % % .*:.*_*:_ R R R :**:***‘ * .. :*: ‘* * % ‘* :‘:.*: *** *** * *%k %k - *** * % ** :
Inbetween RING domain (IBR)
melanogaster |QFMPHPDFGYTLPCPAGOEHSFIEEIHHFKLLTREEYORYQRFATEEYVLOAGGVLCPQPGCGMGLLVEPDCRKVTCONG----CGYVFCRNCLQGYHIG
gambiae QFVEHPTGGYTLQCPAGODNSFIEDVHHFKLLNKEQYHRYQRFATEEFVLKNGGVLCPQPGCGMGLLVDPECRRIQCONG--~--CGYVFCRSCLQGYHIG
norvegieus QFVHDAQLGYSLPCVAGOPNSLIKELHHFRILGEEQYNRYQQOYGAEECVLOMGGVLCPRPGCGAGLLPEQGQRKVTCEGGNGLGCGFVFCRDCKEAYHEG
musculus QFVHDAQLGYSLPCVAGOPNSLIKELHHFRILGEEQYTRYQQYGAEECVLOMGGVLCPRPGCGAGLLPEQGQRKVTCEGGNGLGCGFVFCRDCKEAYHEG
sapiens | QFVHDPQLGYSLPCVAGUPNSLIKELHHFRILGEEQYNRYQQYGAEECVLOMGGVLCPRPGCGAGLLPEPDQRKVTCEGGNGLGCGFAFCRECKEAYHEG
**: **:* * k%% :*:*:::***::* ‘*:* ***::‘:** **: ******:**** * % % : *:: *:'* **:_***-* -_** *
RING2

melanogaster |[ECLPEGTGASATNSCEYTVDPNRAAEARWDEASNVTIKVSTKHCPKCRTPTERDGGCMHMVCTRAGCGFEWCWVCQTEWTRDCMGAHWEG- 468

gambiae ECFETPTPSTPGNEQGYAIDPLRASEARWDEATKIAIKVTTKHCPQCRTATERDGGCMHMVCTRSGCGFEWCWVCQTPWTRDCMAAHWEG- 475

norvegieus ECPSMFE-ASGATSQAYRVDQRAAEQARWEEASKET IKKTTKHCPRCNVPIEKNGGCMHMKCPQPQCKLEWCWNCGCEWNRACMGDHWEDV 464

musculus DCPSLLE-PSGATSQAYRVDKRAAEQARWEEASKET IKKTTKHCPRCNVPIEKNGGCMHMKCPQPQCKLEWCWNCGCEWNRACMGDHWEDV 463

sapiens ECBAVFE- ASGTTTQAYRVDERAAEQARWEAASKETIKKTTKE CPRCHVPVEKNGGCMHMKCPQPQCRLEWCWNCGCEWNRVCMGDHWEDV 464
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