
D. melanogaster MLELLQFGGKTLTHTLSIYVKTNTGKTLTVNLEPQWDIKNVKELVAPQLGLQPDDLKIIFAGKELSDATTIEQCDLGQQSVLHAIRLRP-------- PV 92 
A. gambiae      MLAIFSFGKKKLSNSLSVYVKTNTGNTLAVDLEPHMDIKDVKEMVAPRLGLEPQELKIIFAGRELSDTTTISECDLGQQSIIHVVKSRPT----AITTPQ 97 
R. norvegieus   ---------------MIVFVRFNSSYGFPVEVDSDTSIFQLKEVVAKRQGVPADQLRVIFAGKELQNHLTVQNCDLEQQSIVHIVQ-RPQRKSHETNASG 85 
M. musculus     ---------------MIVFVRFNSSYGFPVEVDSDTSILQLKEVVAKRQGVPADQLRVIFAGKELPNHLTVQNCDLEQQSIVHIVQ-RPRRRSHETNASG 85 
H. sapiens      ---------------MIVFVRFNSSHGFPVEVDSDTSIFQLKEVVAKRQGVPADQLRVIFAGKELRNDWTVQNCDLDQQSIVHIVQ-RPWRKGQEMNATG 85 
                               : ::*: *:.  :.*:::.. .* ::**:** : *: .::*::****:** :  *:.:*** ***::* :: **         .   
 
 
D. melanogaster QRQK--IQSATLEEE-EPSLSDEASKPLNETLLDLQLESEE-RLNITDEERVR----AKAHFFVHCS-QCDKLCNGKLRVRCALCKGGAFTVHRDPECWD 183 
A. gambiae      KRQAKPALNATISEEPSPEEQQQHNKPLSETMSELTVLDE--RNGDQSIPIGR----TKAHFFVYCS-QCEKVCTGKLRVRCGICGSGAFTVHRDPTCWD 190 
R. norvegieus   GDKPQSTPEGSIWEPRSLTRVDLSSHILPADSVGLAVILDTDSKSDSEAARGPAAKPTYHSFFVYCKGPCHKVQPGKLRVQCGTCRQATLTLAQGPSCWD 185 
M. musculus     GDEPQSTSEGSIWESRSLTRVDLSSHTLPVDSVGLAVILDTDSKRDSEAARGP-VKPTYNSFFIYCKGPCHKVQPGKLRVQCGTCKQATLTLAQGPSCWD 184 
H. sapiens      GDDPRNAAGGCEREPQSLTRVDLSSSVLPGDSVGLAVILHTDSRKDSPPAGSPAGRSIYNSFYVYCKGPCQRVQPGKLRVQCSTCRQATLTLTQGPSCWD 185 
                  .      .   *  .    :  .  *      * :  .                     *:::*.  *.::  *****:*. *  .::*: :.* *** 
 
 
D. melanogaster DVLKSRRIPGHCESLEVACVDNAAGDPPFAEFFFKCAEHVSGGEKDFAAPLNLIKNNFKNVPCLACTDVSDTVLVFPCASQHVTCIDCFRHYCRSRLGER 283 
A. gambiae      DVLKRKRITGHCENYEVPCVENDEGEPPFTEFYFKCSEHSSGGEKDFAAPLSLIKTNHKNIPCIACTDTSETILVFPCVAGHVSCLDCFRQYCVTRLLER 290 
R. norvegieus   DVLIPNRMSGECQSPDCPGTR--------AEFFFKCGAHPTS-DKDTSVALNLITNNSRSIPCIACTDVRNPVLVFQCNHRHVICLDCFHLYCVTRLNDR 275 
M. musculus     DVLIPNRMSGECQSPDCPGTR--------AEFFFKCGAHPTS-DKDTSVALNLITSNRRSIPCIACTDVRSPVLVFQCNHRHVICLDCFHLYCVTRLNDR 274 
H. sapiens      DVLIPNRMSGECQSPHCPGTS--------AEFFFKCGAHPTS-DKETPVALHLIATNSRNITCITCTDVRSPVLVFQCNSRHVICLDCFHLYCVTRLNDR 275 
                ***  .*:.*.*:. . . .         :**:***. * :. :*: ...* ** .* :.:.*::***. ..:*** *   ** *:***: ** :** :* 
 
 
D. melanogaster QFMPHPDFGYTLPCPAGCEHSFIEEIHHFKLLTREEYDRYQRFATEEYVLQAGGVLCPQPGCGMGLLVEPDCRKVTCQNG----CGYVFCRNCLQGYHIG 379 
A. gambiae      QFVEHPTGGYTLQCPAGCDNSFIEDVHHFKLLNKEQYERYQRFATEEFVLKNGGVLCPQPGCGMGLLVDPECRRIQCQNG----CGYVFCRSCLQGYHIG 386 
R. norvegieus   QFVHDAQLGYSLPCVAGCPNSLIKELHHFRILGEEQYNRYQQYGAEECVLQMGGVLCPRPGCGAGLLPEQGQRKVTCEGGNGLGCGFVFCRDCKEAYHEG 375 
M. musculus     QFVHDAQLGYSLPCVAGCPNSLIKELHHFRILGEEQYTRYQQYGAEECVLQMGGVLCPRPGCGAGLLPEQGQRKVTCEGGNGLGCGFVFCRDCKEAYHEG 374 
H. sapiens      QFVHDPQLGYSLPCVAGCPNSLIKELHHFRILGEEQYNRYQQYGAEECVLQMGGVLCPRPGCGAGLLPEPDQRKVTCEGGNGLGCGFAFCRECKEAYHEG 375 
                **: ..  **:* * *** :*:*:::***::* .*:* ***::.:** **: ******:**** *** :   *:: *:.*    **:.***.* :.** * 
 
 
D. melanogaster ECLPEGTGASATNSCEYTVDPNRAAEARWDEASNVTIKVSTKPCPKCRTPTERDGGCMHMVCTRAGCGFEWCWVCQTEWTRDCMGAHWFG- 468            
A. gambiae      ECFETPTPSTPGNEQGYAIDPLRASEARWDEATKIAIKVTTKPCPQCRTATERDGGCMHMVCTRSGCGFEWCWVCQTPWTRDCMAAHWFG- 475           
R. norvegieus   ECDSMFE-ASGATSQAYRVDQRAAEQARWEEASKETIKKTTKPCPRCNVPIEKNGGCMHMKCPQPQCKLEWCWNCGCEWNRACMGDHWFDV 464            
M. musculus     DCDSLLE-PSGATSQAYRVDKRAAEQARWEEASKETIKKTTKPCPRCNVPIEKNGGCMHMKCPQPQCKLEWCWNCGCEWNRACMGDHWFDV 463             
H. sapiens      ECSAVFE-ASGTTTQAYRVDERAAEQARWEAASKETIKKTTKPCPRCHVPVEKNGGCMHMKCPQPQCRLEWCWNCGCEWNRVCMGDHWFDV 464             
      :*      .:  .   * :*   * :***: *:: :** :*****:*... *::****** *.:. * :**** *   *.* **. ***. 

A

B
Ubiquitin like domain (UBD)

Unique parkin domain (UPD)

RING1

Inbetween RING domain (IBR)

RING2

Unique parkin domain (UPD)

Kb

1 2 3 4 65

Genomic sequence
AE 003593

244.5 244.2 243.8 243.5 243.2 242.8 242.5 242.2


	Page 1

