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R= Roots from plants with a single shoot and three leaves unfolded (Feekes scale 1.3); Shl=single shoots and
leaves from plants at Feekes scale 1.3; Sh2=shoots at the beginning of tillering (Feekes scale 2.0); Sh3=shoots
from plants after tillering (Feekes scale 3); Sh4=shoots at the beginning of erect growth (Feekes scale 4); L=flag
leaves atbootingstage (Feekes scale 10); St=stems at booting stage (Feekes scale 10); Sp1-3=spikes collected at
intervals of 10-12 days (three developmental stages: 15-20 mm, flag leaf unfolding and heading stage); Se2 and
Se7=seeds collected 10 (mediummilk stage) and 38 (hard dough stage) days post anthesis (DPA).
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