
Additional file 2. List of AP2 domains used for the phylogenetic analysis of the GmERF 
genes. The soybean GmERF genes were obtained from SoyDB: A Knowledge Database of 
Soybean Transcription Factors (http://casp.rnet.missouri.edu/soydb/) and verified using the 
Soybean Transcription Factor Knowledge Base (http://www.igece.org/Soybean_TF/).

> Glyma20g16920.1 (GmERF1)

KRYRGVRRRPWGKFAAEIRDPTRKGTRVWLGTFDSEIDAAKAYDCAAFKMRGQKAILNFPLEA

> Glyma20g16910.1 (GmERF2)

KHYRGVRRRPWGKYAAEIRDPNRKGSRVWLGTFDTAIEAAKAYDKAAFKMRGSKAILNFPLEI

> Glyma11g03900.1 (GmERF3)

KHYRGVRQRPWGKFAAEIRDPNKRGSRVWLGTFDTAIEAAKAYDRAAFRLRGSKAILNFPLEA

> Glyma01g41530.1 (GmERF4)

EKKHYSATETLGKFAAEIRDPNKRGSRVWLGTFDTAIEAAKAYDRAAFRLRGSKAILNFPLEA

> Glyma05g05180.1 (GmERF5)

KHYRGVRQRPWGKFAAEIRDPAKNGARVWLGTFETAEDAALAYDRAAYRMRGSRALLNFPLRV

> Glyma05g05130.1 (GmERF6)

KHYRGVRQRPWGKFAAEIRDPNKRGSRVWLGTFDTAIEAAKAYDRAAFRLRGSKAILNFPLEV

> Glyma19g43820.1 (GmERF7)

VSYRGVRRRPWGKFAAEIRDSTRNGVRVWLGTFDTAEAAALAYDQAALVMRGSMAVLNFPAEI

> Glyma20g34570.1 (GmERF8)

KSYRGVRRRPWGKFAAEIRDSTRHGMRVWLGTFDSAEAAALAYDQAAFSMRGSAAILNFPVEI

> Glyma10g33060.1 (GmERF9)

KSYRGVRRRPWGKFAAEIRDSTRHGMRVWLGTFDSAEAAALAYDQAAFSMRGSAAILNFPAEI

> Glyma17g15460.1 (GmERF10)

NHYRGVRQRPWGKFAAEIRDPNKRGSRVWLGTFDTAVEAAKAYDRAAFRLRGSKAILNFPLEV

>Glyma0041s00200.1

YRGVTRHHQHGRWQARIGRVAGNKDLYLGTFSTQEEAAEAYDVAAIKFRGVNAVTNFDIS

>Glyma01g02760.1

YRGVTRHHQQGRWQARIGRVAGNKDLYLGTFATEEEAAEAYDIAAIKFRGANAVTNFEMN

>Glyma01g03110.1

http://www.igece.org/Soybean_TF/
http://casp.rnet.missouri.edu/soydb/


MRYRGVRRRPWGRYAAEIRDPQSKERRWLGTFDTAEEAACAYDCAARAMRGLKARTNFVYPT

>Glyma01g13410.1

PSYRGVRMRAWGKWVSEIREPRKKSRIWLGTYPTAEMAARAHDVAALAVKGHSAFLNFP

>Glyma01g20450.1

GKYKGVRMRKWGKWAAEIRDPFKGARIWLGTFSTAEEASQAYNARRLEFEAMAKALSDE

>Glyma01g24380.1

MCLSLLQRNTSPWGERRGRRKQAEPGKFLGLGTFDTAQEAALAYDRAALSMKGSQARTTFVY

>Glyma01g34280.1

PLHHDVRMRNWGKWVSEIREPWKKSRIWLGTFPTPEMAVWAHNVAALSIKGSAAILNFL

>Glyma01g35010.1

SVYRGVRMRTWGKWVSEIREPRKKNRIWLGTFATAEMAARAHDVAALTIKGSSAILNFP

>Glyma01g39520.1

YRGVTLHKCGRWEARMGQFLGKKYVYLGLFDTEIEAARAYDKAAIKCNGKEAVTNFDPSI

>Glyma01g39520.2

YRGVTLHKCGRWEARMGQFLGKKYVYLGLFDTEIEAARAYDKAAIKCNGKEAVTNFDPSI

>Glyma01g39540.1

RRYKGIRMRKWGKWVAEIREPNKRSRIWLGSYSTPVAAARAYDTAVFYLRGPSARLNFPELL

>Glyma01g40380.1

SQYRGVTRHRWTGRYEAHLWDNSCKKEGQGRKGRQVYLGGYDMEEKAARAYDMAALKYWGPSSHINF
PL

>Glyma01g42500.1

PVYRGVRRRNKNKWVCEMRVPNNNSRIWLGTYPTPEMAARAHDVAALALRGKSACLNFA

>Glyma01g42500.2

PVYRGVRRRNKNKWVCEMRVPNNNSRIWLGTYPTPEMAARAHDVAALALRGKSACLNFA

>Glyma01g42510.1

PLFHGIRCRGRKWVSEIREPRKASRIWLGTFPTPEMAAAAYDVAALALKGDGAVLNLPHSV

>Glyma01g43350.1

KKFRGVRQRPWGKWAAEIRDPSRRVRLWLGTYDTAEEAALVYDNAAIRLRGPHALTNFIT



>Glyma01g43450.1

KLYRGVRQRHWGKWVAEIRLPQNRMRVWLGTYDTAEAAAYAYDRAAYKLRGEYARLNFP

>Glyma01g44130.1

SSYRGVRQRKWGKWVSEIREPGKKSRIWLGSYESPEMAAAAYDVAALHLRGRAARLNFP

>Glyma01g44140.1

YRGVRKRKWGKWVSEIREPGTKTRIWLGSFETPEMAAAAYDVAALHFRGRDARLNFP

>Glyma01g44230.1

KKLKGVRRRKWGKWVSEIRVPGTQGRLWLGTYATQEAAAVAHDVAVYCLRRPSSLDKLNFPETL

>Glyma02g00870.1

SSFRGVRSRPWGKFAAEIRDSTRHGVRVWLGTFDSAEAAALAYDQAAFSMRGSAAVLNFPVE

>Glyma02g00890.1

VKYRGVRRRPWGKFAAEIRDSMRQGQRLWLGTFNTAEEAARAYDRAAYAMRGPFAVLNFP

>Glyma02g01960.1

NLYRGIRQRPWGKWAAEIRDPRKGVRVWLGTFNTAEEAARAYDREARKIRGKKAKVNFP

>Glyma02g04460.1

MRYRGVRRRPWGRYAAEIRDPQSKERRWLGTFDTAEEAACAYDCAARAMRGLKARTNFVYP

>Glyma02g07310.1

KHYRGVRQRPWGKWAAEIRDPKKAARVWLGTFDTAEAAAMAYDAAALRFKGNKAKLNFPERV

>Glyma02g07460.1

GRYLGVRRRPWGRYAAEIRDPSTKERHWLGTFDTAEEAALAYDRAARSMRGSRARTNFVY

>Glyma02g08020.1

SKYVGVRQRASGKWVAEIKDTTQKIRMWLGTYETAEEAARAYDEAACLLRGSNTRTNFITRV

>Glyma02g09600.1

QYRGVTFYRRTGRWESHIWDCGKQVYLGGFDTAQAAARAYDRAAIKFRGVDADINFSL

>Glyma02g14940.1

KKYRGVRQRPSGKWAAEIRDRHRSARVWLGTFETAEDAARAYDKASFELRGPRAKLNFPL

>Glyma02g31350.1

CEYRGVRQRTWGKWVAEIREPKKRTRLWLGSFATAEEAALAYDEAARRLYGPDAYLNLP



>Glyma02g33090.1

SIYRGVTRHRWTGRYEAHLWDKSTWNQNQNKKGKQVYLGAYDDEEAAARAYDLAALRYWGPSALINFP
V

>Glyma02g36880.1

SIYRGVTRHRWTGRYEAHLWDKHCWNESQNKKGRQGAYDNEEAAAHAYDLAALKYWGQDTILNFPL

>Glyma02g40320.1

NKFRGVRQRPWGRWAAEIRDPTRRKRLWLGTFDTAEEAATEYDRAAVKLKGPNAVTNFPL

>Glyma02g42960.1

CNYRGVRQRTWGKWVGEIREPNRGSRLWLGTFSSAQEAALAYDEAARAMYGPCARLNFP

>Glyma02g43240.1

FRYRGVRQRSWGKWVAEIREPRKRTRKWLGTFATAEDAARAYDRAAIILYGSRAQLNLQPSG

>Glyma02g43500.1

TRFRGVRKRPWGRFAAEIRDPWKKQRVWLGTFDSAEDAARAYDKAARSFRGPKAKTNFPP

>Glyma02g46340.1

PRYRGVRKRPWGRFAAEIRDPLKKARVWLGTFDSAEDAARAYDAAARTLRGPKAKTNFP

>Glyma03g01930.1

FIGVRQRPSGRWVAEIKDSSQHVRLWLGTYDTPEEAARAYDEAARALR

>Glyma03g23330.1

HKFRGVRQRPWGRWAAEIRDPTRRTRVWLGTFDTAEEAAMVYDKAAIKFRGAEAVTNFI

>Glyma03g26330.1

VELPGPKEEAMGKVCSREISVRVGLGTYKTVENAALSYDRVAFKIHGSKTKLNFSHLI

>Glyma03g26390.1

KRFRGVRRRPWGKFAAEIWDPKKKNGRVWLGTYETEEEAGLAYDRACFKMRGSKAKLNFPHLI

>Glyma03g26450.1

KHYRGVRRRPWGKFAAEIWVPKSKGGRVWLGTYETEEEAGLAYDRAAFKMRGSKAKLNFPHLV

>Glyma03g26480.1

KHYRGVRRRPWGKFAAEIRDPNKNSARVWLGTYVTEEEAGLAYDRAAFKIHGSKAKLNFPHLI

>Glyma03g26510.1



TEIRDPKKNGARVWLGTYETEEEASLACDRAAFEMRGSKVKLNFPHLI

>Glyma03g26520.1

KRYRGVRRRPWGKFAAEIRDPKKNGARIWLGTYETEEEAGLAYDRAAFKMRGSKAKLNFPHLI

>Glyma03g26530.1

QNYKGVRRRPWGKFAAEIRDPNKNVRVWLGTYESAEDAALAYDRAAFEMRGSKAKLNFPHLI

>Glyma03g27050.1

PTYRGVRMRNWGKWVSEIREPRKKSRIWLGTYPTAEMAARAHDVAALAIKGHSAYLNFP

>Glyma03g29240.1

YRGVTRHRWTGRYEAHLWDKSTWNQNQNKKGKQGAYDDEEAAARAYDLAALKYWGPGTLINFPV

>Glyma03g29530.1

CEYRGVRQRTWGKWVAEIREPKKRTRLWLGSFATAEEAAMAYDEAARRLYGPDAYLNLP

>Glyma03g29680.1

YLGVYRNRTSENRKWIARLDREGLPTLHLGIFDTAEDAARAYDIISIKLNGWDALTNFHL

>Glyma03g31640.1

AHFRGVRKRPWGRFAAEIREPWKKTRKWLGTFDTAEEAARAYDAAARTLRGPKAKTNFSYIL

>Glyma03g31910.1

HGARVWLGTFNTAEEAARAYDRAAFEMRGTMAILNFPN

>Glyma03g31920.1

RTYRGVRSRPWGKFAAEIRDPTRNGVRVWIGTFVSAEEAALAYDQAAFLTRGVLATLNFSVQV

>Glyma03g31930.1

VRYRGIRRRPWGKFAAEIRDPTRKGARIWLGTFDTAEQAARAYDAAAFHFRGHKAILNFPNEY

>Glyma03g33470.1

YRGVTLHKCGRWEARMGQFLGKKYIYLGLFDSELEAARAYDKAAIKCNGREAVTNFEPS

>Glyma03g34970.1

PVYRGVRRRSSGKWVSEIREPKKPNRIWLGTFATPEMAAIAYDVAALALKGKDAELNFP

>Glyma03g41640.1

KRLRGVRQRPWGRWAAEIRDPVKRIRVWLGTYDTAEEAAMVYDKAAIAFRGSKALTNFI

>Glyma03g41910.1



PMYRGVRKRRWGKWVSEIREPRKKNRIWLGSFPVPEMAARAYDVAAYCLKGRKAQLNFP

>Glyma03g42450.1

NQYRGIRQRPWGKWAAEIRDPRKGVRVWLGTFNTAEEAARAYDAEARRIRGKKAKVNFP

>Glyma03g42450.2

NQYRGIRQRPWGKWAAEIRDPRKGVRVWLGTFNTAEEAARAYDAEARRIRGKKAKVNFP

>Glyma04g03070.1

CTYKGVRQRTWGKWVAEIREPNRGARLWLGTFETSHEAALAYDAAARKLYGSDAKLNLP

>Glyma04g05080.1

YRGVTRHHQHGRWQARIGRVAGNKDLYLGTFSTQEEAAEAYDVAAIKFRGANAVTNFDI

>Glyma04g06100.1

YKGVRKRKWGKWVSEIRLPNSRERIWLGSYDSPEKAARAFDAALYCLRGRHANFNFP

>Glyma04g06690.1

QRYRGVRQRHWGSWVSEIRHPILKTRIWLGTFETAEDAARAYDEAARLMCGTRARTNFPYNP

>Glyma04g07140.1

KKFRGVRQRQWGSWVSEIRHPLLKRRVWLGTFETAEAAARAYDQAAILMNGQNAKTNFP

>Glyma04g08900.1

PLYRGVRMRNWGKWVSEIREPRKKSRIWLGTFPTPEMAARAHDVAALSIKGPAAILNFP

>Glyma04g11210.1

PKFVGVRQRASGKWAADIKHTSKKIRLWLGTYQTAEEAARAYDEDACPLQGSNTATKGF

>Glyma04g11290.1

KLYRGVRQRHWGKWVAEIRLPKNRTRLWLGTFDTAEEAALAYDKAAYKLRGDFARLNFP

>Glyma04g19650.1

RKFRGVRQRHWGSWVSEIRHPLLKRRVWLGTFETAEEAARAYDQAAILMSGRNAKTNFPI

>Glyma04g21710.1

LKFCGIRQRPWGKWATEIWDLARRMCLWLGTYETAEEAIMVYDDTIIRLRGSDALTNFMLP

>Glyma04g24010.1

YRGVARHHHNGRWEARIGRVFGNKYLYLGTYATQEEAATAYDMAAIEYRGVNAVTNFDL

>Glyma04g37870.1



RHYRGVRQRPWGKWAAEIHDPKKAARVWLGTFETAEAAALAYDEAALRFKGSKAKLNFPERV

>Glyma04g37890.1

RHYRGVRQRPWGKWAAEIRDPKKAARVWLGTFETAEAAALAYDEAALRFKGSKAKLNFPERV

>Glyma04g39510.1

RKYRGVRQRPWGKWAAEIRDPFKAARVWLGTFETAEAAARAYDEAALRFRGSKAKLNFPENV

>Glyma04g41740.1

KKFRGVRQRPWGKWAAEIRDPARRVRLWLGTYDTAEEAAMVYDNAAIRLRGPDALTNFL

>Glyma05g03540.1

PLYHGIRCRGGKWVTEIREPRKTNRIWLGTFLTPEMAAAAYDVAALALKGGEAVLNFP

>Glyma05g03560.1

YRGVRRRNNNKWVCEVRVPNDKSTRIWLGTYPVPEMAARAHDVAALALRGKSACLNFA

>Glyma05g04920.1

PTYRGVRMRQWGKWVSEIREPRKKSRIWLGTFPTPDMAARAHDVAALTIKGSSAYLNFP

>Glyma05g07690.1

KKFLGVRQRPSGRWIAEIKDSSQKLRLWLGTFDKAEEAALAYDCAARLLRGRNAKTNFP

>Glyma05g18110.1

YRGVRWRNNNKWVCEVRVPNDKSTTIWLGTYPTPEMVTHAHDIATLALRGMSRLPLL

>Glyma05g18170.1

YRGVTLHKCGRWEARMGQFLGKKYVYLGLFDTEIEAARAYDKAAIKCNGKEAVTNFDPSI

>Glyma05g19050.1

TRYKGIRMRKWGKWVAEIREPNKRSRIWLGSYSTPVAAARAYDTAVFYLRGPSARLNFPELL

>Glyma05g22970.1

YRGVTSRHHQHGRWQARIGRVAGNKDLYLGTFSTQEEAAEAYDIAAIKFRGANAVTNFDI

>Glyma05g29010.1

PKFVGVRQRASGKWAAEIKDTSKKIRLWLGTYQTAEEAARAYDEAACLLRGSNTRTNFSTQG

>Glyma05g31370.1

KLYRGVRQRHWGKWVAEIRLPKNRTRLWLGTFDTAEEAALAYDNAAFKLRGEFARLNFP

>Glyma05g32040.1



RKYRGVRQRPWGKWAAEIRDPFKATRVWLGTFETAEDAARAYDQASLRFRGNKAKLNFPENV

>Glyma05g33440.1

CVGVRQRPWGKWASEIRDPKKAARVWLGTFETAEAAALAYDEAALRFKGTKAKLNFPERV

>Glyma05g35740.1

SVYRGVRMRAWGKWVSEIREPRKKNRIWLGTFATAEMAARAHDVAALAIKGNSAILNFP

>Glyma06g03110.1

CTYKGVRQRTWGKWVAEIREPNRGARLWLGTFETSHEAALAYDAAARKLYGSDAKLNLP

>Glyma06g04490.1

KPYRGIRMRKWGKWVAEIREPNKRSRIWLGSYATPVAAARAYDTAVFHLRGPSARLNFPELL

>Glyma06g05170.1

YRGVTRHHQHGRWQARIGRVAGNKDLYLGTFSTQEEAAEAYDIAAIKFRGANAVTNFDI

>Glyma06g06100.1

NLYKGVRKRKWGKWVSEIRLPNSRERIWLGSYDSPEKAARAFDAALYCLRGRHANFNFP

>Glyma06g06780.1

QRYRGVRQRHWGSWVSEIRHPILKTRIWLGTFETAEDAARAYDEAARLMCGTRARTNFPYNP

>Glyma06g07240.1

KKFRGVRQRQWGSWVSEIRHPLLKRRVWLGTFETAEAAARAYDQAAILMNGQNAKTNFP

>Glyma06g07240.2

KKFRGVRQRQWGSWVSEIRHPLLKRRVWLGTFETAEAAARAYDQAAILMNGQNAKTNFP

>Glyma06g08990.1

PLYRGVRMRNWGKWVSEIREPRKKSRIWLGTFPTPEMAARAHDVAALSIKGSAAILNFP

>Glyma06g11010.1

KLYRGVRQRHWGKWVAEIRLPKNRTRLWLGTFDTAEEAALAYDKAAYKLRGDFARLNFP

>Glyma06g11700.1

KKYKGVRMRSWGSWVSEIRAPNQKTRIWLGSYSTPEAAARAYDAALLCLKGSSANLNFPL

>Glyma06g13040.1

KKFRGVRQRPWGKWAAEIRDPARRVRLWLGTYDTAEEAAMVYDNAAIRLRGPDALTNFVTPP

>Glyma06g17180.1



RHYRGVRQRPWGKWAAEIRDPKKAARVWLGTFETAEAAALAYDEAALRFKGSKAKLNFPERV

>Glyma06g29110.1

RRVWLGTFETAEEAARAYDQAAILMSGRNAKTNFPI

>Glyma06g30840.1

YRGVARHHHNGRWEARIGRVFGNKYLYLGTYATQEEAATAYDMAAIEYRGLNAVTNFDLS

>Glyma06g37980.1

YRGVTRWTGRYEAHLWDNSCRRDRQTRKGRQGGYDKEEKAARAYDLAALKYRGTTTTTNFPV

>Glyma06g40010.1

HFRGVRKRSWGRYASEIRDPSKKSRVWLGTFDTAEEAARAYDAAAREFRDPKAKTNFPLPL

>Glyma06g44430.1

LHFRGVRKRPWGRYAAEIRDPGKKTRVWLGTFDTAEDAARAYDAAARNFRGPKAKTNFPVPP

>Glyma06g45010.1

KLYRGVRQRHWGKWVAEIRLPRNRTRLWLGTFDTAEDAAMAYDREAFKLRGENAKLNFP

>Glyma06g45680.1

CNYRGVRQRTWGKWVAEIREPNRGSRLWLGTFPTAISAALAYDEAARAMYGSCARLNFP

>Glyma07g02000.1

PVYHGVRKRNWGKWVSEIREPRKKSRIWLGTFSTPEMAARAHDVAALTIKGQSAILNFP

>Glyma07g02380.1

YRGVARHHHNGRWEARIGRVFGNKYLYLGTYATQEEAAAAYDMAAIEYRGLNAVTNFDL

>Glyma07g03040.1

KSYRGVRKRPWGRWSAEIRDRIGRCRHWLGTFDTAEEAARAYDAAARRMRGAKARTNFKI

>Glyma07g03500.1

RKFRGVRQRNWGSWVSEIRHPLLKRRVWLGTFETADEAARAYDEAAILMSGRNAKTNFPV

>Glyma07g04260.1

QYRGVTRHRWTGRYEAHLWDNSCRKEGQTRKGRQGGYDKEEKAAKAYDLAAIKYWGPTTHINFPL

>Glyma07g04950.1

NQYRGIRQRPWGKWAAEIRDPRKGVRVWLGTFSTAEEAARAYDAEARRIRGKKAKVNFP

>Glyma07g04950.2



NQYRGIRQRPWGKWAAEIRDPRKGVRVWLGTFSTAEEAARAYDAEARRIRGKKAKVNFP

>Glyma07g04950.3

NQYRGIRQRPWGKWAAEIRDPRKGVRVWLGTFSTAEEAARAYDAEARRIRGKKAKVNFP

>Glyma07g04950.4

NQYRGIRQRPWGKWAAEIRDPRKGVRVWLGTFSTAEEAARAYDAEARRIRGKKAKVNFP

>Glyma07g08540.1

RRFIGVRQRPSGRWVAEIKDSSQHVRLWLGTYDTPEEAARAYDEAARALR

>Glyma07g10120.1

SMYKGVQRRKWGKYVAEIKDPIRGVRMWLGTFDTEEEAVVAYERKRNEFDSSLLALSKRDAL

>Glyma07g13980.1

LSFRGVRRRPWGKYAAEIRDAKRNGVRVWLGTYETAENAALAYDRAAFKMHGSKAKLNFPHLI

>Glyma07g14060.1

KHYRGVRRRTWGKFAAEIRDPKKNGARIWLGTYETEEAAGLAYDRAAFKMRGSKAKLNFPHLI

>Glyma07g14070.1

QNYKGVRRRPWGKFAAEIRDPNRNGARVWLGTYNSAEDAALAYDRAAFEMRGSKAKLNFPHLI

>Glyma07g14560.1

PTYRGVRMRNWGKWVSEIREPRKKSRIWLGTYPTAEMAARAHDVAALAIKGHSAYLNFP

>Glyma07g19220.1

CKFRGVRQRIWGKWVAEIREPINGKLVGEKANRLWLGTFSTALEAALAYDEAAKAMYGPCARLNFPEPI

>Glyma07g31990.1

VHYRGVRKRRWGKDVAEIRNPNKKTRTWLGTFDSAIEAAKAWDVAA

>Glyma07g32000.1

MRKRWGKYGVYIRHPGKKILVWLGSFDSAIEAAKAYDAAAIKFCGFDKAKTNFSIP

>Glyma07g33510.1

KKYRGVRQRPWGKWAAEIRDPRRAARVWLGTFGTAEDAARAYDKAAIEFRGPRAKLNFPL

>Glyma07g37410.1

NVYRGIRQRPWGKWAAEIRDPRKGVRVWLGTFNTAEEAARAYDNAAKRIRGDKAKLNFP

>Glyma07g37990.1



GRFLGVRRRPWGRYAAEIRDPTTKERHWLGTFDTAQEAALAYDRAALSMKGSQARTNFV

>Glyma08g02460.1

KKFRGVRQRPWGKWAAEIRDPSRRVRLWLGTYDTAEEAAIVYDNAAIQLRGADALTNFI

>Glyma08g04550.1

SKYLGVRRRPWGKYAAEIRDPRQKNCRKRLWLGSYDTEIEAAMTFNVKRQEFEREMALERGDNASVHSE

>Glyma08g12130.1

PKFVGVRQRASGKWAAEIKDTSKKIRLWLGTYQTAEEAARAYDEAACLLRGSNTRTNFS

>Glyma08g14600.1

KLYRGVRQRHWGKWVAEIRLPKNRTRLWLGTFDTAEEAALAYDNAAFKLRGEFARLNFP

>Glyma08g15350.1

RKYRGVRQRPWGKWAAEIRDPLKARRVWLGTFETAEDAARAYDQASLRFRGNKAKLNFPENV

>Glyma08g15830.1

RKYRGVRQRKWGKWAAEIYNPFQSTRIWIGTFSTAEEASQAYEARRLEFEAMAKAQAYK

>Glyma08g21650.1

PVYHGVRKRNWGKWVSEIREPRKKSRIWLGTFATPEMAARAHDVAALTIKGESAILNFP

>Glyma08g22590.1

RKFRGVRQRHWGSWVSEIRHPLLKRRVWLGTFETAEEAARAYDEAAILMSGRNAKTNFPV

>Glyma08g23160.1

QRYRGVRQRHWGSWVSEIRHPLLKTRIWLGTFETAEDAARAYDEAARLMCGSKARTNFPYNP

>Glyma08g23630.1

YRGVARHHHNGRWEARIGRVFGNKYLYLGTYATQEEAAAAYDMAAIEYRGLNAVTNFDL

>Glyma08g23630.2

SIYRGVTRHRWTGRYEAHLWDKNCWNESQSKKGRQVYLGAYDDEEAAARAYDLAALKYWGQDTILNFP
L

>Glyma08g24420.1

IYRGVTRHRWTGRFEAHLWDKSSWNNIQSKKGKQGAYDTEESAARTYDLAALKYWGKDATLNFPI

>Glyma08g28820.1

PHYRGVRQRPWGKWAAEIRDPKKAARVWLGTFETAEDAALAYDKAALKFKGTKAKLNFPERL



>Glyma08g38170.1

VHFRGVRKRPWGRYASEIRDPSKKSRVWLGTFDTAEATTRAYDVAAREF

>Glyma08g38190.1

YRGVTRHHQQGRWQARIGRVAGNKDLYLGTFSTEEEAAEAYDIAAIKFRGSSAVTNFEM

>Glyma08g40830.1

TVKRSSRHRWTGRFEAHLWDKGTWNPTQKKKGKQGAYNDEEAAARAYDLAALKYWGISTFTNFPV

>Glyma08g43300.1

QRYRGVRKRPWGRFAAEIRDPLKKARVWLGTFDTAEEAARAYDTAARTLRGPKAKTNFPLS

>Glyma09g04630.1

NVYRGIRQRPWGKWAAEIRDPHKGVRVWLGTFPTAEEAAQAYDDAAIRIRGDKAKLNFPA

>Glyma09g05840.1

VKYRGVRRRPWGKFGAEIRDPTKPTGRQWLGTFDTAEEAARAYDRAAIELRGVLAILNFPDEC

>Glyma09g05850.1

VKYRGVRKRPWGKFGAEIRDPTKPTGRQWLGTFDTAEEAARAYDRAAIALRGALAILNFPHEF

>Glyma09g05860.1

VKYRGVRKRPWGKFGAEIRDPTKPTGRQWLGTFDTAEEAARAYDRAAIALRGALAILNFPHEF

>Glyma09g08330.1

SSYRGVRKRKWGKYVSEIRLPNSRQRIWLGSYDSAEKAARAFDAAMFCLRGSGAKFNFP

>Glyma09g27180.1

PVYRGVRRRNSDKWVCEVREPNKKTRIWLGTFPTPEMAARAHDVAAMALRGRYACLNFA

>Glyma09g32730.1

SVYRGVRMRTWGKWVSEIREPRKKNRIWLGTFATAEMAARAHDVAALTIKGSSAILNFP

>Glyma09g33240.1

YRGVTRHHQQGRWQARIGRVAGNKDLYLGTFATEEEAAEAYDIAAIKFRGANAVTNFEM

>Glyma09g36840.1

SAFRGVRKRSWGRYVSEIRLPGQKTRIWLGSFGSPEMAARAYDSAAFFLKGTSATLNFP

>Glyma09g37540.1

YRGVARHHHNGRWEARIGRVFGNKYLYLGTYSTQEEAARAYDIAAIEYRGIHAVTNFDL



>Glyma09g37780.1

KHYRGVRRRPWGKFAAEIRDPKKNGARVWLGTYDTEEKAALAYDKAAFKMRGRKAKLNFPHLI

>Glyma10g00980.1

SSFRGVRRRPWGKFAAEIRDSTRHGVRVWLGTFDNAEAAALAYDQAAFSMRGSGAVLNFPVE
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