
1370119956ATTCGAACCTACGACCAGTCA554AAAATCTTCGTAAACCGGGC461ycf1-trnRACG

178519989TGGTCCTTACTGGGAACTTGA895TATGAGTAGGCCCGCCAAA893rpoC1

166623345TGTGGAGCAATGAGGCATAA1078GCCTCTTGCTCATATCTCTC986rpoB

144353528TATCTGGCTTATCCACTGGGT506AGGGAGGGACTTATGTCACCA505rbcL

137947650GTTTCTGCTTCACGAATATG107TCGGGATAGCTCAGTTGGTA529trnFGAA-ndhJ

9361931CGATCTATTCATTCAATATTTC1784TCTAGCACACGAAAGTCGAAGT1785matK

143055778ATTCAAGGGAAGGAAACCGT424TGGTTCAATTCAATGTTGTCT423accD

1426145562GGGAAACCACTGAAAATGAG476AAGCGTCCTGTAGTAAGAGGA460trnHGUG-psbA

2221133250AAAGAGGGTATCCTGAGCAA438TGATCTGGCATGTACAGAATG437ndhB

1828113319TCAAGTATTCCATTTCACCA1917TGAATACCAATTTGTTGAACG1095ndhG-ndhI-ndhA-ndhH

1697111849TTTGTGGGAACCATAAATGT1061TGCTCGGGAGAAGAATAATA1058psaC-ndhE-ndhG

2728109333ACCGAAGATTGTGTAGGTTG1059TGAAATTGGTAGACACGCTGC549ccsA-ndhD

2196107482TCCCTTTTTCTGACGAATTA1038ATTCGAACCTACGACCAGTCA554trnRACG-trnNGUU-ndhF-rpl32

137947650GTTTCTGCTTCACGAATATG107TCGGGATAGCTCAGTTGGTA529trnFGAA-ndhJ-ndhK-ndhC
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