
 
 

 
 
 
 

Fosmid 10B08 = EU024827 (LFY ) 35,178 bp
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Feature Strand
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Putative                               

identity
Feature Strand

Putative 

start 

Putative 

stop 

Putative                               

identity

1* Plus 2546 4496 LFY (LEAFY) 5 Minus 21833 15885(?)
ATP-dependent DNA helicase, 

putative 

2 Minus 9409 7661
ACS8 (1-amino-cyclopropane-1-

carboxylate synthase 8)
6 Minus 29159 22954 unknown protein 

3 Minus 10346 9858
60S ribosomal protein L12 

(RPL12C)
7 Plus 33194

nd 

(excluded?)
unknown protein.

4 Minus 14398 nd unknown protein 
 

Fosmid 10B08 

0 5 kb 10 kb 15 kb 20 kb 25 kb 30 kb 35,178 bp 

At: 
Mt: 

Nt: 
Le: 
Vv: 

Monocot: 

Motif GAG TGA ATG ATC GA CA AG GA CT TG CAA CAA TA

Repeat No. 6 6 5 5 5 8 15 11 6 9 8 5 5

SSR start 2849 3498 5196 5836 9448 11079 17100 17309 22689 24124 24204 24303 31499
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