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Motif AAT | AT | CA CCT | GA | TA | AT
Repeat No. 5 5 5 5 6 5 14
SSRstart | 123 (1228 | 5271 36239|36734|38940(39286
Fosmid 01113= EU024823 (HY 5) 40,801 bp
Putative gene location Blastx Results Putative gene location Blastx Results
Putative | Putative |Putative Putative | Putative |Putative
Feature |Strand . . Feature |Strand . .
start stop |identity start stop |identity
1 Minus | excluded | excluded [na (EST = unknown protein) 6* Plus 16756 18732 HYS (E.LO.NGATED HYPOCOTYL 5)
DNA binding / transcription factor
2 Minus | 2783 (?) 1392  |unknown protein CONTIG BREAK 20973 21072
CESA1 (CELLULOSE SYNTHASE 1);
3 Minus 8105 (?) 6783  [unknown protein 7 Plus 24309 30383 |transferase, transferring glycosyl
groups
4 Minus 11285 9445  |unknown protein 8 Plus 31777 33342  |nucleic acid binding
OCP3 (OVEREXPRESSOR OF . SHS1 (SODIUM HYPERSENSITIVE
5 Plus 11550 13050 9 Minus 36521 34310
CATIONIC PEROXIDASE 3) 1); binding / transporter




